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mone binding, 6131 
Cortical actin cytoskeleton 
role of Panlp and End3p, 4294 
S. cerevisiae, 4294 
COUP-TF protein 
ARF-1/COUP-TFII role in repression and 
transrepression, 4914 
cofactors for HNF-4, 2790 
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enhancement of hepatic gene expression, 
2790 
regulation of trout ER gene, 5053 
CpG DNA methylation 
role in transcriptional initiation and elon- 
gation, 5897 
CpG island 
integration-dependent increase of gene 
expression, 5856 
methylation, 5612 
methylation in h2-calponin gene in Down 
syndrome, 707 
role of nucleosome-like positioning in si- 
lencing, 5813 
CREB 
control of LAP/C/EBP® transcription, 
3600 
CREB/ATF family 
Luman binding to HSV VP16-associated 
HCF, 5117 
CREB-binding protein 
mediation of cross talk between hormone 
receptors and NF-E2, 1407 
role of Tax in anchoring to HTLV-1 pro- 
moter, 5156 
Cross talk 
nuclear hormone receptors and NF-E2, 
1407 
positive, 1407 
Cross-link repair 
role of nucleotide excision repair system, 
6822 
CSB/ERCC6 protein 
recruitment to Pol II transcription com- 
plexes, 6803 
CstF protein 
human polyadenylation factor, 3907 
RNA recognition, 3907 
CTCF protein 
identity to NeP1, 1281 
CTG/CAG repeat 
stability in S. cerevisiae, 2090 
Cyclic AMP 
agonist inhibition of Raf-1 kinase, 3229 
stimulation of thyroglobulin expression, 
6717 
Cyclic AMP-dependent protein kinase 
regulation of ADH2 and ADR! expres- 
sion, 1450 
Cyclic GMP-dependent protein kinase 
regulation of gene expression by nuclear 
translocation, 5244 
Cyclin 
interaction with maize RRB/ and RRB2 
products, 5077 
Cyclin A gene 
inhibition by p27’, 407 
Cyclin A-kinase 
mediation of inhibition, 3867 
Cyclin D1 
mutant role in CDK4 import, 7362 
role of ectopic expression in cell cycle 
progression, 5640 
role of Ras in induction, 3850 
role with p35 and p39 in neurite out- 
growth, 6585 
stimulation of estrogen receptor, 5338 
TGF-8 inhibition of association with cdk4, 
2458 
transcription in G,-arrested cells, 3284 
transcription regulation by 
TAF, ,250(CCG1), 3284 
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Cyclin D3 
role in endomitotic cell cycle, 7248 
Cyclin E 
role in cell cycle progression, 5640 
role in mammary hyperplasia and carci- 
noma, 453 
Cyclin E-cdk2 
estrogen-dependent activation via p21 re- 
distribution, 4059 
Cyclin-dependent kinase 


competition between and Cdc25A, 


4338 
glucocorticoid receptor transcriptional 
enhancement, 3947 
inhibition by p130 and p107, 3566 
inhibition by WAF1, 4877 
inhibitor p21 expression, 5888 
role in RB phosphorylation, 5771 
specific regulation of E2F family mem- 
bers, 3867 
Cyclin-dependent kinase 4 
nuclear import and role of cyclin D1 mu- 
tant, 7362 
Cyclin-dependent kinase-activating kinase 
phosphorylation of 
p53, 7220 
phosphorylation of CDK4 and cyclin D1 
mutant role, 7362 
CYPIAI gene 
dioxin inducible, 3497 
promoter occupancy, 3497 
CYP2D5 gene 
activation by C/EBPB, 2038 
Cytochrome b 
mRNA downregulation during induction 
of respiration, 4199 
mRNA interaction with Cbp1 in S. cerevi- 
siae, 6203 
Cytochrome P-450 gene 
circular RNA formation, 2985 
exon skipping, 2985 
in epidermis, 2985 
Cytokine 
induction of HGF promoter via C/EBP, 
5758 
Cytokinesis 
involvement of S. cerevisiae Cla4 protein, 
5067 
Cytoplasm 
exoribonucleases Ratlp and Xrnip, 6122 
Cytoplasmic polyadenylation element 
binding by X. laevis ElrA, 6402 
Cytoskeleton 
sHSP suppression of Vpr-induced defects, 
4033 


Cytoskeleton-associated protein 
dynein (Dlc-1) interaction with IkBa, 
7375 
Cytosolic protein 
binding to 3’ UTR of eNOS mRNA, 5719 


D1/E1 core helices 
mutational analysis, 6784 
Dad1 gene 
antiapoptotic function, 2151 
DAP-5 protein 
homology to eIF-4G, 1615 
role in apoptosis, 1615 
DAX-1 protein 
inhibition of SF-1-mediated transactiva- 
tion, 1476 
Dbp3 protein 
role in pre-rRNA processing, 1354 


DBP4 gene 
rescue of U14 snoRNA function, 4124 
S. cerevisiae, 4124 
dbpA and dbpB proteins 
suppression of grp78 core promoter ele- 
ment, 61 
gene 
role in intron lariat degradation, 809 
DEAD-box protein 
DBP4 gene, 4124 
Fall role in 18S rRNA maturation in S. 
cerevisiae, 7283 
mitochondrial protein in T. brucei, 4895 
PRH75 RNA helicase, 2257 
role in U14 snoRNA function, 4124 
Demethylation 
phenylalanine hydroxylase gene, 4948 
dhfr promoter 
regulation by E2F, 1966 
Dimerization 
APRF/Stat3, 4677 
induction of nuclear receptor activation, 
3977 
role in stabilization of nuclear receptor 
DNA binding, 6546 
Dioxin 
induction of enhancer-promoter commu- 
nication, 3497 
DITI and DIT2 genes 
sporulation-specific expression, 123 
Dithiocarbamate 
down-regulation of p53 DNA-binding ac- 
tivity, 5699 
inhibition of NFAT, 6437 
Dlc-1 protein 
interaction with IkBa, 7375 
Dlx protein 
heterodimerization with Msx proteins, 
2920 
DmRADS54 gene 
role in repair of radiation damage and 
recombination, 6097 
DNA 
complexes with TFIIB and TBP in S. cer- 
evisiae, 6784 
interaction with VP16, 3937 
interstrand cross-link repair, 6822 
Dna2 protein 
interaction with FEN-1 nuclease, 2136 
replicative helicase, 2136 
role in DNA replication, 2136 
DNA bending 
effects of MADS-box proteins on, 2876 
protein mediated, 1731 
role in dystrophin transcription, 1731 
specificity of Mcm1p, 1881 
DNA binding 
HNF4 activity, 4208 
DNA binding protein 
MURA transposase, 5165 
yeast Rad18 protein, 4526 
DNA cleavage 
caused by apoptosis, 4070 
during chromatin fragmentation, 4070 
HO endonuclease targeted, 2825 
MLL breakpoint cluster region, 4070 
DNA damage 
induction of $1 nuclease-hypersensitive 
sites, 5437 
role in apoptosis induction, 1049 
role in cell cycle arrest, 2723 
role of Slplp in recovery from, 742 
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DNA damage response 
mediated by p53 in Nijmegen breakage 
syndrome cells, 5016 
DNA intermediates 
excised, 2631 
V(D)J recombination and, 2631 
DNA ligase III 
testis-specific form involved in recombina- 
tion, 989 
DNA methylation 
h2-calponin gene in Down syndrome, 707 
effect on EBV latency, 364 
invertebrates versus vertebrates, 1469 
DNA polymerase 
proofreading mutants, 2859 
DNA polymerase « catalytic subunit 
interaction with Cdc68/Spt16 and Pob3, 
4178 
S. cerevisiae, 4178 
DNA polymerase 6 
interaction with yeast PCNA, 6367 
DNA polymerase € 
interaction with yeast PCNA, 6367 
DNA processing 
occurrence prior to illegitimate recombi- 
nation, 3779 
DNA repair 
compound lesions, 760 
deficiency in El mutant cells, 1484 
DSB repair pathways, 1425 
DSBs, 267, 627 
N-ethylpurines, 564 
excision, 760 
mismatch, 760, 2844, 2851, 2859 
NER, 635 
roles of homologous and illegitimate re- 
combination, 267 
tRNA genes, 219 
UME6® gene, 6223 
DNA replication 
association of origins with "CpGs, 416 
developmental regulation in T. ther- 
mophila, 6147 
effect of accessibility to topoisomerases, 
2624 
mitotic checkpoint activation, 3315 
role of CDC45, 553 
role of Dna2 helicase, 2136 
stimulation of recombination, 1027 
timing switch in GC content transition 
region, 4043 
DNA replication origin 
effect of su(Hw) insulator on, 2202 
protection from position effects, 2202 
Y. lipolytica ARS elements, 1995 
DNA sequence identity 
influence on targeted gene replacement 
efficiency, 278 
DNA synthesis 
effects of PI 3-kinase on, 190 
stimulation by PI 3-kinase, 248 
DNA-dependent protein kinase 
fluctuations of activity during cell cycle, 
1425 
Dog 
thyroid cAMP-dependent DNA synthesis 
and Tg expression, 6717 
Don-1 gene 
characterization, 4007 
expression in cerebellum and hippocam- 
pus, 4007 
Donor locus selection 
role of a2p, 751 


VoL. 17, 1997 


Doom protein 
binding to baculovirus inhibitors of apo- 
ptosis, 2835 
induction of apoptosis, 2835 
Dorsal protein 
rel homology domain-Twist synergy, 3345 
transcription, 3345 
Double-strand break 
DNA-PK-dependent and -independent 
repair pathways, 1425 
hMrel1 and hRad50 nuclear focus induc- 
tion, 6087 
induction of gene conversion in mamma- 
lian cells, 6386 
removal of nonhomologous DNA ends 
during repair, 6765 
Down syndrome 
h2-calponin gene expression and methyl- 
ation, 707 
DP protein 
influence on E2F DNA-binding site speci- 
ficity, 6994 
DPTP1OD protein 
interaction with gp150 in Drosophila cells, 
6859 
dpy-7 gene 
hypodermal cell-specific expression, 2301 
Dr1-DRAP1 complex 
transcription repression by, 36 
DRADA72 protein 
editing of GluR B subunit RNAs, 2413 
drm gene 
expression in normal and transformed 
cells, 4801 
Drosophila cell 
gp150 interaction with tyrosine phospha- 
tase DPTP10D, 6859 
Drosophila hydei 
9.2.1AB protein, 482 
Drosophila melanogaster 
achaete-scute, 4355 
Antp 5' UTR, 1714 
apoptosis, 2835 
B52 protein, 2649 
behavior-specific arrhythmia and normal 
clock function, 5915 
bifocal gene, 5521 
boundary element-associated factors, 999 
Cbl protein, 2217 
circadian transcription, 3687 
copia retrotransposon, 482 
DNA replication origins, 2202 
Doom protein, 2835 
Dorsal rel homology domain, 3345 
dsx gene, 2143 
EGF receptor, 2217 
Enhancer of split my and m8, 5620 
Enhancer-of-split, 4355 
exonic splicing enhancers, 2143 
extra sex combs gene product and murine 
homolog, 4707 
extra sex combs repressor protein conser- 
vation, 6663 
gap repair, 627 
Grainyhead transcription factor, 6727 
Groucho protein, 5581 
heterochromatic DNA structure, 1254 
Hop protein, 1562 
Hop-D-Stat pathway, 1562 
hrp48 role in lethality and P-element 
splicing, 7260 
hsp70 promoter, 3799 
internal translation initiation, 1714 


intron splicing and recognition, 2774 
Kriippel protein conserved repression do- 
main, 4820 
Lola protein, 482 
mle gene intron, 2774 
Notch, 5620 
otefin protein, 4114 
PER-dependent mRNA cycling, 3687 
Polycomb group protein complex compo- 
sition, 6773 
Polycomb group proteins Scm and ph, 6683 
Polycomb protein, 4105 
polytene chromosome bands, 2291 
R7 photoreceptor neuron development, 
2217 
RAD54 homolog, 6097 
Reaper protein, 667 
Runt domain proteins, 5581 
scs and scs’ insulator elements, 182 
scs’ boundary element, 999 
serendipity 6 dimerization, 3137 
Sex-lethal early transcript, 1674 
spermatogenesis, 2708 
su(Hw) binding site, 2202 
Su(s) protein, 2291 
Suppressor of Hairless, 5620 
Tsr gene, 2708 
Twist protein, 3345 
Ubx 5' UTR, 1714 
Drosophila virilis 
Kriippel protein conserved repression do- 
main, 4820 
tra-2 gene, 2908 
Ds element 
role of abortive gap repair in formation, 
6294 
DUBI gene 
induction, 3364 
Dynein 
light-chain interaction with IxBa, 7375 
Dystrophin promoter 
effects of SRF and DNA bending on tran- 
scription, 1731 


EIA protein 
inhibition of p21 and p15, 2030 
repression domain targeting of TBP and 
TFIIB, 2186 
E2 protein 
transactivation domain interaction with 
AMF-1, 7407 
E2A gene 
deficiency causing a8 T-cell development 
abnormality, 4782 
inactivation in T-cell lymphomas, 4782 
E2A protein 
mutation and T-cell tumors in mice, 7317 
regulation of p21 expression, 5888 
E2A-HLF protein 
homodimers, 1417 
mediation of transformation, 1417 
E2A/Id1 proteins 
mutation and T-cell tumors in double- 
knockout mice, 7317 
E2a-Pbx1 fusion protein 
Hox cooperativity motif, 81 
induction of aberrant gene expression, 
1503 
oncogenic activity, 81 
E2F-1 protein 
cooperation with topo II inhibition and 
DNA damage to induce apoptosis, 
1049 
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E2F2 gene 
regulation of expression, 5227 
E2F protein 
binding to RB, 5771 
DNA-binding site specificity, 6994 
phosphorylation by [E72 viral kinase, 6459 
regulation by cycle-dependent localization 
changes, 7268 
regulation of dhfr, 1966 
role of nuclear localization in S-phase en- 
try, 5508 
E4F-1 protein 
human homolog of AP3, 1890 
role in generation of E4F, 1890 
E4F protein 
generation from human homolog of 
bAP3, 1890 
E12 protein 
interaction with Mos, 584 
EBNAI gene 
activation by IRF1 and IRF2 during EBV 
latency, 873 
E-box element 
role in regulation of E2F2 gene expres- 
sion, 5227 
Ectopic gene targeting 
bimodal distribution of integration in mu- 
rine cells, 5571 
Egr-1 protein 
regulation of IL-2RB promoter, 3714 
ELAV protein family 
X. laevis ElrA, 6402 
Elongation complex 
RNA polymerase II, 6803 
Elongation fork 
induction of pausing by Mcm10, 3261 
ElrA protein 
X. laevis CPE-binding protein, 6402 
Embryonic stem cell 
defective hematopoiesis caused by Shp-2 
mutation, 5499 
role of HNF3 in endoderm differentiation, 
3817 
SF-1 direction toward steroidogenic lin- 
eage, 3997 
End3 protein 
role in S. cerevisiae endocytosis, 4294 
S. cerevisiae cortical actin cytoskeleton 
organization, 4294 
Endocrine cell 
novel dimeric Nur77 signaling mechanism, 
5946 
Endocytosis 
role of Panip and End3p, 4294 
S. cerevisiae, 4294 
Endomitosis 
role of cyclin D3, 7248 
Endonuclease 
Holliday junction-resolving YDC2, 6465 
RNA editing in T. brucei, 5377 
Endonucleolytic cleavage 
gRNA requirement in T. brucei, 5377 
Endoplasmic reticulum 
localization, 571 
transport of proteins to Golgi apparatus, 
256 
Enhancer 
control of local accessibility to V(D)J re- 
combinase, 4553 
suppression of transgene variegation, 1607 
Enhancer of split 
my and md expression, 5620 
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Enhancer-of-split protein 
D. melanogaster, 4355 
role in achaete-scute expression, 4355 
role in neural development and lateral 
inhibition, 4355 
Enhancer-promoter communication 
dioxin inducible, 3497 
Epidermal growth factor 
activation of JNK, 5784 
Epidermal growth factor receptor 
interactions with Cbl, 2217 
Epithelial cell 
HFH-11 expression, 1626 
Epstein-Barr virus 
EBNAI gene, 873 
latency association with IRF-7, 5748 
relationship between methylation and la- 
tency, 364 
Zta recruitment of TFIIA-TFIID, 6624 
ERK protein 
role in STATS serine phosphorylation, 6508 
Erythroid cell 
GATA-1 function, 1642 
Erythroid differentiation 
effects of activin and inhibin on, 1682 
Erythropoietin enhancer 
footprinting, %51 
interactions with proteins, 851 
esc protein 
conservation in D. melanogaster, 6663 
ESE-1 protein 
isolation and characterization, 4419 
Estrogen 
regulation of cell cycle, 4059 
role in cyclin E-cdk2 activation, 4059 
Estrogen receptor 
binding to SRC-1 and RIP-140, 1832 
COUP-TF and ARP-1 regulation, 5053 
DNA binding domain, 3173 
transcriptional activity stimulation by cy- 
clin D1, 5338 
Estrogen receptor gene 
enhancer required for differential expres- 
sion in breast cancers, 1274 
Estrogen receptor ligand binding domain 
S. cerevisiae, 4644 
structure and function, 4644 
Estrogen response element 
destabilization of ER DNA binding do- 
main binding, 3173 
prebending, 3173 
Estrogen-related receptor a 
transcriptional regulation of MCAD gene, 
5400 
N-Ethylpurines 
gene-specific DNA repair, 564 
Ets-1 protein 
interaction with GHF-1/Pit-1, 1065 
Ets-2 protein 
HB-EGF gene expression and, 2401 
MAP kinase activation and, 2401 
phosphorylation, 2401 
ETS domain 
PEA3 role in myogenic differentiation, 
5550 
ets family 
epithelium-specific ESE-1, 4419 
ETS site 
regulation of keratin 18 gene by methyl- 
ation, 4885 
Eukaryotic release factor 1 
antisuppressor effect, 3164 
overexpression, 3164 


Eukaryotic translation initiation factor 2 
phosphorylation, 1298 
Eukaryotic translation initiation factor 2a 
kinase GCN2, 4474 
PKR substrate, 4146 
Eukaryotic translation initiation factor 2B 
mediation of translation by phosphoryla- 
tion of eIF2, 1298 
Eukaryotic translation initiation factor 3 
39-kDa subunit, 145 
Eukaryotic translation initiation factor 4A 
binding by eIF4G, 6940 
Eukaryotic translation initiation factor 4E 
elF4G binding and uncapped-mRNA re- 
pression, 6876 
Eukaryotic translation initiation factor 4G 
binding sites for eIF4A, 6940 
elF4E binding and uncapped-mRNA re- 
pression, 6876 
Euplotes aediculatus 
telomerase anchor site, 296 
Evolution 
Alu retroposition, 1144 
concerted, 1666 
genome methylation in invertebrates and 
vertebrates, 1469 
protozoan multicopy locus, 1666 
Exon splicing 
FGFR-2 control, 5106 
Exonic splicing enhancer 
new class, 2143 
Exonuclease 
preintegration digestion, 3779 
Exonuclease I 
role in yeast mitotic recombination, 2764 
Exoribonuclease 
Ratlp and XrnIp role in nucleus and cy- 
toplasm, 6122 
extra sex combs gene 
murine homolog of product, 4707 
extra sex combs protein 
predicted structure and evolutionary con- 
servation, 6663 
Extracellular proteinase 
synthesis in Y. lipolytica, 3966 


F, hybrid 
phenotypic variation in mice, 5269 
B-Fi-ATPase 
mRNA translational control, 5255 
F,-ATPase B-subunit precursor 
intramolecular chaperone role in protein 
import, 7169 
F9 murine embryonal carcinoma cell 
role of SNF2B-BRG1 in viability, 5976 
FADD protein 
induction of apoptosis, 667 
Fall protein 
role in 188 rRNA maturation in S. cerevi- 
siae, 7283 
Farnesyl cysteine carboxyl methyltransferase 
S. pombe, 1543 
X. laevis, 1543 
Farnesyltransferase 
a and B subunits from tomato, 1986 
Fas protein 
activation of p38 pathway, 24 
Fast-twitch muscle 
transcription activation by MEF3 and 
NF-I, 656 
FBI-1 
binding to HIV-1 inducer of short tran- 
scripts, 3786 
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purification and characterization, 3786 
Fcy immunoreceptor 
tyrosine-based inhibition motif, 4305 
FEN-! nuclease 
interaction with Dna2p, 2136 
Ferritin heavy-chain gene 
regulation by NF-Y, 1387 
Fibroblast 
replicative life span, 2014 
Fibroblast growth factor 
activation of syndecan-1 gene enhancer, 
3210 
induction of response element, 3210 
Fibroblast growth factor 4 enhancer 
synergistic activation by Sox2 and Oct-3, 
6321 
Fibroblast growth factor receptor 2 
exon-splicing control, 5106 
Fibroblast growth factor receptor 3 
achondroplasia mutant chimeras, 4169 
chimera induction of PC12 cell differenti- 
ation, 4169 
native-form chimeras, 4169 
Fibroblast growth factor receptor 3 kinase 
domain derivative signaling and transfor- 
mation, 5739 
Fibroblast-derived growth factor 
differentiation of neuronal cells, 4633 
Fibronectin 
stimulation of signaling, 1702 
Fibronectin EIIIB 
expression in liver proliferation, 4096 
HRS/Srp40-mediated exon inclusion, 4096 
FIN13 protein 
inhibition of cell cycle progression, 5485 
FKBP12 protein 
interaction with aspartokinase in S. cerevi- 
siae, 5968 
FKBP51 and FKBPS2 proteins 
interactions with Hsp90 and PR, 594 
Flagellum 
al-tubulin gene induction during regener- 
ation, 3858 
FLP recombinase 
positive selection for recombination, 857 
Focal adhesion 
p130* localization, 3884 
Focal adhesion kinase 
complex with c-Sre and signaling from 
complex, 1702 
inhibition of cell spreading, 6906 
Focal complex 
effects of a-PAK on, 1129 
fork head cDNA 
CHES1 cDNA, 3037 
MECI gene-independent checkpoint re- 
constitution, 3037 
fos gene 
Net-b ternary complexes with SRF on 
SRE, 5667 
c-fos gene 
regulation of SRE by C/EBP®, 1744 
SRE and Phox! homeodomain functional 
specificity, 6653 
Fos protein 
activation domain and transformation, 537 
FosB protein 
phosphorylation, 2372 
transcriptional activation and transforma- 
tion by, 2372 
Frameshift intermediate 
removal by MMR proteins, 2844 
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G, cyclin 
Cln2 protein, 4654 
G1 element 
interaction with brain 4 in proglucagon 
expression, 7186 
G, phase 
replication origin decision point, 4312 
transcription-dependent induction during 
zebra fish midblastula transition, 529 
G,/S phase 
regulators of transition affected by c-Rel, 
6526 
G5703A mutation 
effect on mitochondrial tRNA“**" levels, 
6831 
G triplet 
enforcement of intron borders, 4562 
regulation of splice site selection, 4562 
role in small vertebrate introns, 4562 
GABP transcription factor 
control of distal IL-2 enhancer, 4381 
gadd153/Chop10 gene 
repression by ATF3, 6700 
Gal3 protein 
activation of Gal4p, 2566 
binding to Gal80p, 2566 
Gal4 protein 
activation by Gal3p, 2566 
facilitation of binding in vivo by SWI- 
SNF, 4811 
functional domains, 2538 
GAL7 gene 
constitutive expression in ga/7 mutants, 1722 
Gal80 protein 
binding to Gal3p, 2566 
Gal83 protein 
interactions with Snflp and Snf4p, 2099 
Galactose 
production in K. lactis, 1722 
Galectin-1 
role in pre-mRNA splicing, 4730 
Gal/Lac regulon 
induction by galactose, 1722 
Gamma interferon 
synergy with TNF-a in NF-«® activation, 
6746 
Gamma interferon promoter 
activity of elements in T cells, 199 
Gas6-Axl protein 
mitogenic and survival activities in NIH 
3T3 cells, 4442 
GATA-1 protein 
erythroid-cell-specific properties, 1642 
regulation of neurogenesis, 436 
GATA-binding protein 
synergism with Tax and AP-1, 4272 
GC content 
human major histocompatibility complex, 
4043 
transition area replication timing switch, 
4043 
GCN1 and GCN20 proteins 
activation of eIF2a kinase GCN2, 4474 
S. cerevisiae, 4474 
GCN2 protein 
activation by GCN1 and GCN20, 4474 
elF2a kinase, 4474 
GCNS protein 
histone acetyltransferase domain, 519 
roles of ADA/GCNS complex, 3220 
Gelatinase A 
promoter transcriptional activation by 
p53, 6330 


Geminivirus 
replication protein-maize RRB1 and 
RRB2 interaction, 5077 
Gene amplification 
role in T. thermophila DNA replication, 
6147 
Gene conversion 
chromosomal DSB induction in mamma- 
lian cells, 6386 
Gene-tropic transcription 
HS2 enhancer, 3955 
Germ line 
palindrome resolution and recombination 
in mice, 5559 
GHF-1/Pit=1 protein 
interaction with Ets-1, 1065 
GIM1 gene 
homology to peroxin 2 gene, 1093 
GLD-1 protein 
role of KH domain in self-association, 
5707 
a-Globin 
CpG island effect on gene expression, 
5856 
mRNA stability factors, 4870 
y-Globin 
expression in adult transgenic mice, 2076 
sheltering of expression from position ef- 
fects, 240 
Glucagon gene 
PKC response element, 1805 
Glucocorticoid 
inhibition of TNF-a translation by block- 
ing JNK/SAPK, 6274 
Glucocorticoid receptor 
antagonism with Nur77, 5952 
functional interaction with Stat5, 6708 
gene activation, 3065 
kinases, 3947 
mediation of cell cycle arrest, 3181 
role of binding to GRE in nucleosome 
disruption, 895 
role of hydrophobic residues in transacti- 
vation by, 934 
71 domain, 3065 
transcriptional enhancement by MAPK 
and CDK, 3947 
Glucocorticoid response element 
role of binding to GR in nucleosome dis- 
ruption, 895 
Gluconeogenic enzyme gene 
derepression by glucose, 2502 
Glucose 
derepression of gluconeogenic genes, 2502 
Glucose transport 
effect of IRS-1 overexpression in 3T3-L1 
cells, 7386 
effects of PI 3-kinase on, 190 
regulation of GLUTI by Hel-N1, 954 
GLUTI1 gene 
regulation by Hel-N1, 954 
GLUT4 protein 
insulin-stimulated translocation in adipo- 
cytes, 2425 
Glutamate dehydrogenase 
L. tarentolae, 3915 
Glutamate receptor B subunit RNAs 
editing by DRADA2, 2413 
Glutathione 
regulation of JNK/SAPK induction by al- 
kylating agents, 4792 
Glycogen synthase 
effects of PI 3-kinase on activity, 190 
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Glycogen synthase kinase 3 
homolog Rim11p interaction with Ume6p, 
7230 
Glycoprotein 
gp150 interaction with DPTP10D in Dro- 
sophila cells, 6859 
Glycosome 
evolutionary relationship to peroxisomes, 
1093 
Golgi apparatus 
localization, 571 
transport of proteins from endoplasmic 
reticulum, 256 
Gonadotropin-releasing hormone promoter 
repression by SCIP/Oct-6/Tst-1, 1652 
gp91-phox gene 
regulation in myeloid cells, 2279 
gp150 protein 
interaction with DPTP10D in Drosophila 
cells, 6859 
Gpal protein 
receptor-binding do.nain, 2897 
Grainyhead protein 
tissue-specific splicing and functions, 6727 
Granulocyte 
differentiation block by AML/PEB2aB, 
4133 
Granulocyte colony-stimulating factor recep- 
tor 
effect of Y-763 on JNK/SAPK activation, 
1170 
Grb?2 protein 
complexes with SOS in B cells, 4087 
role in integrin-stimulated signaling, 1702 
grh gene 
tissue-specific isoforms in D. melanogaster, 
6727 
GRIP1 protein 
transcriptional coactivator, 2735 
GRO 
role of AUF1 in mRNA stability, 3898 
Groucho protein 
role in Runt domain protein repression 
activities, 5581 
Growth factor 
induction of FIN13 serine-threonine phos- 
phatase, 5485 
Growth factor receptor 
role in mitogenic signaling, 7398 
Growth factor signaling 
role of Ras, 3850 
Growth hormone 
signaling JAK2 substrate SH2-BB, 6633 
Growth regulation 
a-catenin, 4501 
grp78 promoter 
stress induction, 54 
suppression by dbpA and dbpB, 61 
transcriptional activation by YY1, 54 
GSP1 gene 
conditional mutants, 3755 
Guanine nucleotide exchange factors 
Ras-GRF2, 1396 
Guide RNA 
binding by mitochondrial glutamate dehy- 
drogenase, 3915 
role in mRNA cleavage by RNPs in T. 
brucei, 5377 


H3 protein 
role in al-al repression in S. cerevisiae, 
6555 
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H4 protein 
role in al-al repression in S. cerevisiae, 
6555 
H19 gene 
imprinting, 4322 
mouse, 4322 
paternal methylation, 4322 
transgene imprinting, 309 
Hamster 
aprt gene, 267 
cad gene, 2529 
dhfr gene, 564 
origins of bidirectional replication, 416 
Hap5 protein 
S. pombe homolog Php5, 7008 
HBx protein 
activation of Src family kinases and Ras 
signaling, 6427 
HCF protein 
interaction with VP16, 3937, 6139 
Heat shock factor 1 
phosphorylation, 2107 
role in HSP70.] expression in mouse zy- 
gotes, 778 
Heat shock factor 4 
lack of transcription activation properties, 
469 
Heat shock protein 
hsp70 protection against stress-induced 
apoptosis, 5317 
Hsp100 role in L. major mammalian 
stage, 5987 
HEC protein 
role in mitosis, 6049 
HeLa cell 
c-Rel-induced growth arrest, 6526 
Helicase 
Srs2 role in DSB repair in S. cerevisiae, 
6765 
Hel-N1 protein 
regulation of GLUT], 954 
Hematopoiesis 
repression in ES cells by Shp-2 SH2-N 
domain mutation, 5499 
role of HOXA10, 495 
Hepaptitis B virus 
X protein RNA pol III and TBP induc- 
tion via Ras, 6838 
Heparin-binding epidermal growth factor 
gene 
induction of expression by oncogenic 
Raf-1, 2401 
MAP kinase activation and expression of, 
2401 
regulation by Ets-2, 2401 
Hepatic stellate cell 
posttranscriptional regulation of collagen 
al(1) mRNA, 5201 
Hepatitis B virus 
HBx activation of Sre family kinases and 
Ras signaling, 6427 
Hepatocyte 
C/EBPa regulation of proliferation in 
newborn mice, 7353 
Hepatocyte growth factor 
inducible promoter regulation by C/EBP, 
5758 
Hepatocyte nuclear factor 1 gene 
regulation by HNF-4 and COUP-TFs, 
2790 
Hepatocyte nuclear factor la 
chromatin remodeling and PAH gene 
demethylation role, 4948 


Hepatocyte nuclear factor 3 
role in endoderm differentiation of ES 
cells, 3817 
Hepatocyte nuclear factor 3B 
role in pdx-/ B-cell-specific transcription, 
6002 
role in STF-1 activation, 2598 
Hepatocyte nuclear factor 3/fork head ho- 
molog 11 
expression in proliferating epithelial and 
mesenchymal cells, 1626 
Hepatocyte nuclear factor 4 
COUP-TFs as cofactors for, 2790 
DNA binding stabilization via protein 
dimerization, 6546 
DNA-binding activity, 4208 
expression in dedifferentiated hepatoma 
cells, 1913 
PKA-dependent phosphorylation, 4208 
Hepatoma 
HNF4 expression, 1913 
liver-enriched transcription factors in vari- 
ant cells, 6311 
HepG2? cell 
negative regulation of type II] sPLA, tran- 
scription, 4238 
Hereditary nonpolyposis colorectal cancer 
associated mutations and MlhIp and 
PmsIp, 4465 
Hereditary persistence of fetal hemoglobin 
deletion type in transgenic mice, 2076 
Herpes simplex virus 
VP16, 5117 
VP 16 interaction with Oct-1 and DNA, 
3937 
VP16-HCF interaction, 3937, 6139 
Heterochromatic DNA 
structure, 1254 
Heterochromatinization 
MGMT transcription start site, 5612 
Hexose transporter 
role in MDR in S. cerevisiae, 5453 
hHR23 protein 
binding of XPC, 6915 
role in XPC repair activity, 6924 
hic-5 gene 
role in cell senescence, 1224 
High-mobility-group protein I(Y) 
binding to IFN-B promoter, 3649 
High-osmolarity glycerol response pathway 
regulation by Ptp2p and Ptp3p, 1289 
Hippocampal cell 
role of cyclins in neuronal differentiation, 
6585 
Hippocampus 
Don-1 expression, 4007 
Hirl and Hir2 proteins 
corepressors of histone genes, 545 
Histone 
cleavage stage, 1189 
mRNA stabilization by La, 3028 
octamer blockage of branch migration, 
7139 
Histone acetyltransferase 
conservation between hGCNS and yGcnS, 
519 
roles in complementation of growth and 
transcription activation, 519 
Histone deacetylase 1 
expression, 5033 
Histone genes 
repression by Hirlp and Hir2p, 545 
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Histone H1 
antagonism of HMG-14 to function, 5843 
displacement by UBF nucleosome bind- 
ing, 5833 
Histone H3 
Sin mutation influence on nucleosome 
structure, 6953 
variant hv2 in T. thrmophila, 6303 
Histones H3 and H4 
role in al-al repression in S. cerevisiae, 
6555 
HMG-14 protein 
antagonism to histone H1 function, 5843 
hMrel11 protein 
induction of nuclear foci in response to 
DNA DSBs, 6087 
HNF4B gene 
expression during oogenesis and embryo- 
genesis, 687 
hnRNP Al 
modulation of splice site selection in 
hnRNP AI pre-mRNA, 1776 
hnRNP Al pre-mRNA 
splice site selection, 1776 
hnRNP D 
AUF protein, 4870 
hnRNP F 
interactions with nuclear cap-binding pro- 
tein complex, 2587 
HO promoter 
binding to SwiSp and Pho2p, 2669 
long-range interactions at, 2669 
Hog! protein 
dephosphorylation, 1289 
Holliday junction 
branch migration blockage by histone oc- 
tamer, 7139 
resolving by S. pombe endonuclease 
YDC2, 6465 
Homeodomain protein 
conformational changes in Hoxb-8/Pbx-1 
heterodimers, 5369 
Meisl DNA binding stabilization by Hox 
proteins, 6448 
PDX-1 role in insulin gene expression, 
3987 
Phox! functional specificity at the c-fos 
SRE, 6653 
transactivation properties, 3987 
Homeologous recombination 
fine-resolution analysis of products, 3614 
mammalian cell, 3614 
regulation by degree of sequence diver- 
gence, 3614 
Homonucleotide run 
hypermutability, 2859 
Homopolymer tract 
frameshift intermediates, 2844 
HOP! gene 
URS1 regulation in S. cerevisiae, 3536 
Hop protein 
mutations in JH2 domain, 1562 
Hormone binding 
conformational switch coupling to co- 
repressor release, 6131 
Host cellular factor 
binding to Luman, 5117 
role in VP16 complex assembly, 7108 
Hox protein 
DNA binding properties of heterodimers 
with Pbx, 4696 
role of Pbx in DNA binding specificity 
and selectivity, 4696 
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stabilization of DNA binding by Meis1 
proteins, 6448 
HOXA10 gene 
effects of overexpression on hematopoie- 
sis, 495 
Hoxb-8 protein 
conformational changes in heterodimers 
with Pbx-1, 5369 
HOY1 gene 
role in Y. lipolytica hyphal formation, 6283 
hPc2 protein 
role in cellular transformation and apo- 
ptosis, 6076 
HPH1 and HPH2 proteins 
homology to Polyhomeotic, 2326 
interactions with BMI1, 2326 
hRad50 protein 
induction of nuclear foci in response to 
DNA DSBs, 6087 
hrp48 gene 
Drosophila hnRNP gene role in P-element 
splicing, 7260 
HRS/SRp40 
expression in liver proliferation, 4096 
mediation of fibronectin EIB exon inclu- 
sion, 4096 
HS2 enhancer 
gene-tropic transcription, 3955 
hsp70 promoter 
D. melanogaster, 3799 
deletion of TATA box, 3799 
deletion of upstream regulation region, 
3799 


hsp70 protein 
protection against stress-induced apopto- 
sis, 5317 
HSP70.1 gene 
role of HSF1 in expression in mouse zy- 
gotes, 778 
Hsp90 protein 
interactions with FKBP51 and FKBP52, 594 
Hsp100 protein 
role in L. major mammalian stage, 5987 
Human 
Alu sequences, 1144 
ATM protein, 2020 
Bak protein, 2468 
BMI1 protein, 2326 
BRCAI protein, 444 
breast cancer cell growth inhibition by 
retinoids, 6598 
calpain, 460 
h2-calponin gene, 707 
CD30 protein, 1535 
CD44s protein, 963 
C/EBP-e protein, 1375 
CHES1 cDNA, 3037 
cyclin A gene, 407 
cyclin E gene in transgenic mice, 453 
cytochrome P-450 2C18 gene, 2985 
DAP-5S protein, 1615 
DAX-1 protein, 1476 
diploid fibroblasts, 2014 
DNA interstrand cross-link repair, 6822 
DNA repair in tRNA genes, 219 
Dr1-DRAP1 complex, 36 
DRADA2 protein, 2413 
dystrophin promoter, 1731 
E2a-Pbx1 fusion protein, 81 
E4F proteins, 1890 
elF4G binding sites for eIF4A, 6940 
endoplasmic reticulum-to-Golgi apparatus 
protein transport, 256 


erythroid differentiation, 1682 

erythropoietin enhancer, 851 

estrogen receptor gene, 1274 

eukaryotic release factor 1, 3164 

FGF receptor 3 chimeras, 4169 

fibroblast replicative life span, 2014 

FKBPS1 protein, 594 

fork head cDNA, 3037 

GCNS protein, 519 

y-globin genes, 240, 2076 

glucocorticoid receptor, 934 

gp91-phox gene, 2279 

HEC gene product, 6049 

hereditary nonpolyposis colorectal cancer, 
4465 


hereditary persistence of fetal hemoglo- 
bin, 2076 

HFH-11 protein, 1626 

hHR23 proteins (Rad23 homologs), 6915, 
6924 

hnRNP F, 2587 

host cellular factor binding to Luman, 
5117 

HOXA10 gene, 495 

HPH1 and HPH2 proteins, 2326 

HSF4 protein, 469 

hsp70 protein, 5317 

IL-2RB promoter, 3714 

IL-12 p40 promoter, 4572 

INGI gene, 2014 

Jagged2 cDNA for Notch1 receptor li- 
gand, 6057 

JNKK2 protein, 7407 

La protein, 3028, 5823 

MCAD gene regulation by ERRa, 5400 

Med6 protein, 4622 

megakaryoblastic leukemia cells, 2933 

MGMT gene CpG island silencing, 5813 

MHC GC content transition area, 4043 

mismatch and excision repair systems, 760 

MOK2 protein, 2116 

mtDNA mutation and tRNA“**" levels, 
6831 

c-Myc protein, 100, 2353 

protein, 571 

NeP1 protein, 1281 

NFAT proteins, 2475 

NF-«B protein, 1535 

NF-Y protein, 1236 

NOTCHI1/TANI and NOTCH2, 6265 

NPM-ALK fusion protein, 2312 

nuclear cap-binding protein complex, 2587 

nucleotide excision repair enzymes, 7069 

orphan receptor ARP-1/COUP-TFII, 4914 

gene, 2933 

p27”! protein, 407 

p53 protein, 389, 460, 2194, 2806 

p53-mutated lymphoblastoid cells, 4774 

perlecan antisense cDNA, 1938 

polyadenylation factor CstF, 3907 

Polycomb protein hPc2, 6076 

Polyhomeotic homologs, 2326 

polymerase B gene promoter, 2973 

pre-U2 snRNA 3’ processing, 7178 

Racl protein, 1324 

RADS1 recombinase in immortal cells, 7151 

Replication protein A, 3876 

RP-A proteir, 2194 

SEC13 protein, 256 

SF-1 protein, 1476 

small cytoplasmic Alu RNA, 1144 

SOX9 protein, 2336 

SRP9/14 protein, 1144 
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Stat5 protein, 2933 
T cells, 2475 
TATA-binding protein, 2186 
TCR B-chain core promoter, 4220 
telomere mutation by mutant telomerase 
RNA, 6394 
TFIIB protein, 2186 
thrombopoietin, 2933 
topoisomerase Ila gene, 389 
TRAF1 and TRAF2 proteins, 1535 
tRNA genes, 219 
type IV collagenase promoter activation, 
6330 
U6 gene, 4397 
uPAR mRNA, 1075 
uPAR mRNA-binding protein, 1075 
XPC repair activity, 6924 
YY1 protein, 54 
Human immunodeficiency virus 
Tat protein, 1817 
Human immunodeficiency virus type 1 
inducer of short transcripts, 3786 
poly(A) site processing, 2127 
role of CA150 in Tat-activated transcrip- 
tion, 6029 
Human T-cell leukemia virus type 1 
promoter anchoring to CREB binding 
protein, 5156 
Tax, protein, 1236 
Human T-lymphotropic virus type | 
Tax protein effect on IL-5 expression, 
4272 
hv2 protein 
histone H3 variant in T. thermophila, 6303 
Hyaluronan receptor 
role in AP-1-mediated invasion, 963 
Hypha 
role of HOY] in formation in Y. lipolytica, 
6283 
Hypotrichous ciliate 
internal eliminated segment variability, 
326 


ICE protease 
role in Fas activation of p38, 24 
Id1 gene 
pro-B-cell-specific enhancer, 844 
regulation by C/EBPs, 844 
Id protein 
regulation of p21 expression, 5888 
Id3 protein 
Cdk-2-dependent cell cycle phosphoryla- 
tion, 6815 
effect on preadipose cell differentiation, 
1796 
IE72 protein 
phosphorylation of E2Fs and pocket pro- 
teins, 6459 
IxBa protein 
enhanced degradation in NF-«§ activa- 
tion, 6746 
functional differences from IkBB, 5386 
interaction with cytoskeleton-associated 
protein, 7375 
phosphorylation, 3021 
proteolysis, 3021 
signal response regulation, 3021 
IkBB protein 
de novo degradation in NF-« activation, 
6746 
functional differences from IxBa, 5386 
regulation in WEHI 231 mature B cells, 
4390 
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IxBe protein 
inhibition of RelA-mediated NF-«B tran- 
scription, 6184 
Illegitimate recombination 
mouse cell, 3779 
results in p53-mutated lymphoblastoid 
cells, 4774 
role of DNA processing, 3779 
role of exonuclease digestion, 3779 
Immunoglobulin heavy chain 
role of 3’ regulatory region in locus repli- 
cation, 6167 
Immunoglobulin heavy-chain enhancer 
bHLH-Zip protein utilization, 18 
Immunoglobulin heavy-chain locus 
role of intronic MARs in expression, 2658 
Importin-B 
relation to RanBPS and interaction with 
RanBP1, 5087 
Imprinted gene 
2afl-rs1, 789 
Inducer of short transcripts 
HIV-1, 3786 
ING] gene 
effect of inhibition on fibroblast replica- 
tive life span, 2014 
Inhibin 
effects on activin receptors and erythroid 
differentiation, 1682 
Inhibitor-of-apoptosis protein 
binding to Doom, 2835 
Initiation factor 4E binding protein 1 
insulin-induced phosphorylation, 5426 
Initiator-binding protein 
positioning of RNA polymerase II, 2973 
INK4a gene 
aberrant methylation in lung cancers, 
1366 
Inositol phosphatase 
association with ITIM phosphopeptide, 
4305 
SH2 containing, 4305 
Inositol 1,4,5-triphosphate receptor 
deficiency in T cells, 3005 
role in resistance to apoptosis, 3005 
Insulin 
induction of S6 and 4E-BP1 phosphoryla- 
tion, 5426 
role of PDX-1 in expression, 3987 
SIP/SHIP inhibition of signaling, 2559 
stimulation of mitogenesis in 3T3-L1 adi- 
pocytes, 7386 
stimulation of protein synthesis, 5184 
Insulin receptor 
effects of PTB domain inhibitors on sig- 
naling and trafficking, 1180 
Insulin receptor substrates 1 and 2 
signaling, 1513 
Insulin-like growth factor 1 
signaling in IRS-1 knockout mice, 1513 
Insulin-like growth factor 1 receptor 
antiapoptotic signaling, 1595 
domains required for protection from ap- 
optosis, 427 
signaling in src oncogene transformation, 
3744 
target of p53 in apoptosis, 1084 
Integrin 
signaling from FAK~c-Sre complex, 1702 
signaling to MAP kinase, 4406 
Interferon 
roles of JAKs in signaling, 695 


Interferon regulatory factor 
IRF-7 association with EBV latency, 5748 
Interferon regulatory factors 1 and 2 
activation of EBNA1 during EBV latency, 
873 
Interleukin-18 
regulation of MnSOD gene with TNF-a, 
6970 
role of AUF1 in mRNA stability, 3898 
Interleukin-2 
CD28-résponsive element, 2605 
enhancer binding by GABP factors, 4381 
c-Raf-mediated increase in induction, 
4381 
regulation by NFATp and NF-«B/Rel 
proteins, 2605 
Interleukin-2 promoter 
transcriptional upregulation by CD28, 
4051 
Interleukin-2 receptor B-chain promoter 
regulation by Egr-1, 3714 
Interleukin-3 
abrogation of myeloid cell dependence 
on, 3295 
autocrine tumor cell, 3254 
mRNA destabilization by rapamycin, 3254 
Interleukin-5 
effect of Tax, GATA-4, and AP-1 on ex- 
pression, 4272 
expression in ATL cells, 4272 
triple synergistic activation of expression, 
4272 
Interleukin-6 
gene regulation by RBP, 1 
NF-«B site binding to RBP-Jx, 3733 
transcription repression, 3733 
Interleukin-8 
promoter paclitaxel-responsive regulatory 
elements, 5097 
role in TNF-a-dependent angiogenesis, 
4015 
Interleukin-12 
activation of p40 promoters, 4572 
Interlocus immunoglobulin light-chain gene 
rearrangement 
relationship to pathogenic potential of 
V(D)J recombinase, 887 
Intermembrane space domain 
mitochondrial Tom22 role as trans bind- 
ing site, 6574 
Internal eliminated segment 
variability, 326 
Intrachromosomal recombination 
fine-resolution analysis of products, 3614 
mammalian cell, 3614 
regulation by degree of sequence diver- 
gence, 3614 
Intracisternal A-particle proximal enhancer- 
binding protein 
homolog of p54’””/NonO, 677 
RNA recognition motifs, 677 
transcription activation by, 677 
Intramitochondrial sorting 
Mer! protein, 4024 
NADH-cytochrome b,, 4024 
Intramolecular chaperone 
pre-F,B role in mitochondrial import, 7169 
Intron 
borders. 4562 
lariat degradation defect, 809 
small vertebrate, 4562 
splicing and recognition, 2774 
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Intronic splicing enhancer 
c-src pre-mRNA, 6537 
Invertebrate 
methylation of genomes and genes, 1469 
lonizing radiation 
effects on ubiquitination of p21 and p53, 
355 
p53-mediated damage response in ex- 
posed NBS cells, 5016 
IRF-7 protein 
association with EBV latency, 5748 
IRS-1 protein 
interacting-domain overexpression in 
3T3-L1 cells, 7386 


J domain 
mediation of p130 and p107 inactivation, 
4979 
SV40 T-antigen amino-terminal trans- 
forming region, 4761 
Jagged2 gene 
cDNA encoding ligand for Notch! recep- 
tor, 6057 
JAKI1-dependent pathway 
role in IFN-B and OSM activation of 
Raf-1 and MAPK, 3833 
JAK1/JAK2 chimera 
role in IFN signaling, 695 
Jak2 protein 
activation, 2497 
induction of DUB] gene, 3364 
mutation in JH2 domain, 1562 
phosphorylation, 2497 
role in Statl Ser and Tyr phosphorylation, 
6618 
substrate SH2-BB involved in growth hor- 
mone signaling, 6633 
Jak-Stat pathways 
hyperactivation in D. melanogaster and 
mice, 1562 
JDP1 protein 
AP-1 repressor, 3094 
isolation by SOS recruitment system, 3094 
JDP2 protein 
AP-1 repressor, 3094 
heterodimerization with c-Jun, 3094 
isolation by SOS recruitment system, 3094 
JNK1 protein 
activation by peptidyl transferase reaction 
inhibitors, 3373 
activation by RNA damage, 3373 
JNKK2 protein 
molecular cloning and characterization, 
7407 
Jun N-terminal kinase 
induction by alkylating agents, 4792 
lack of role in Fas-induced apoptosis, 170 
role in TCF activation, 2360 
specific kinase JNKK2, 7407 
c-Jun N-terminal kinase 
PI 3-kinase-mediated activation by EGF, 
5784 
Jun N-terminal kinase/stress-activated pro- 
tein kinase 
blockage by glucocorticoids, 6274 
pathway activation by G-CSFR, 1170 
role in LPS stimulation of TNF-a transla- 
tion, 6274 
c-Jun protein 
heterodimerization with JDP2, 3094 
regulation of tenascin-C expression, 3202 


K3 keratin gene 
regulation of transcription, 3056 
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K3L protein 
regulation of protein kinase PKR, 4146 
vaccinia virus, 4146 
Kaposi’s sarcoma 
antiproliferative effects of retinoids, 4159 
Kappa immunoglobulin 
NF-«B-dependent or -independent activa- 
tion pathway, 3477 
recombination, 3477 
transcription, 3477 
Keratin 18 
regulation by methylation of ETS site, 
885 


KH domain 
role in Sam68, GLD-1, and Qk! self-asso- 
ciation, 5707 
Kinase deficiency 
mutant, 4454 
Kinetochore/spindle checkpoint 
role of Cde55p, 620 
Kluyveromyces lactis 
GAL7 gene, 1722 
galactose production, 1722 
Gal/Lac regulon, 1722 
Kriippel protein 
conserved repression domain, 4820 
K-SAM exon 
sequence element control of splicing, 5106 
Ku80 protein 
defect in xrs mice, 1264 
Ku86 protein 
not required for signal end protection, 2226 


La protein 
dimerization domain essential for transla- 
tion enhancement, 163 
stabilization of histone mRNA, 3028 
transcription factor activity, 5823 
LAP/C/EBPB 
control of transcription by CREB, 3600 
Large T antigen 
J-domain mediation of p130 and p107 
inactivation, 4979 
Lateral inhibition 
role of Enhancer-of-split, 4355 
Lek protein 
regulation of Vav activation of Rho-type 
GTPases, 1346 
Leishmania donovani 
GIM1 gene, 1093 
glycosomes, 1093 
Leishmania major 
Hsp100 role in mammalian stage, 5987 
Leishmania tarentolae 
mitochondrial glutamate dehydrogenase, 
3915 
let-60 gene 
limited role in nematode growth, 2716 
Leucine zipper protein 
Par-4 protein and apoptosis, 3823 
Leukemia 
acute myeloid, 495 
result of HOXA/0 overexpression in mice, 
495 
LFA-3 protein 
induction of transcription factors, 1314 
Ligand 
activation of retinoid receptors, 644 
LIM domain 
interactor NLI, 5688 
LIM2 domain 
determination of transcriptional synergy 
specificity, 3488 


LIM-homeodomain protein 
transcriptional synergy with bHLH pro- 
teins, 3488 
Lipopolysaccharide 
regulation of sIL-Ra gene, 1118 
role of JNK/SAPK in stimulation of 
TNF-a translation, 6274 
Liver 
clepba gene disruption, 6014 
COUP-TF enhancement of gene expres- 
sion in, 2790 
fibronectin EIIIB expression during prolif- 
eration, 4096 
transcription factors in variant hepatoma 
cells, 6311 
Lola protein 
homology to D. hydei 9.2.1AB, 482 
regulation of copia, 482 
Luman 
binding to HSV VP16-associated HCF, 
5117 
Lung cancer 
INK4a methylation in rat model, 1366 
Lymphoblastoid cell 
p53 mutation and illegitimate recombina- 
tion, 4774 
Lymphoid cell 
novel dimeric Nur77 signaling mechanism, 
5946 
Stat5 and Stat6 transactivation domains, 
3663 
Lymphoid differentiation 
role of HOXA10, 495 
Lymphoma 
ALV induced, 1490 


Macrophage 
transcription, 3527 
Mad! protein 
reversal of differentiation block, 2353 
MADS-box protein 
DNA binding and bending, 2876 
Maize 
Ac and Ds elements, 6294 
Cl protein, 115 
rpoB editing in tobacco chloroplasts, 6948 
Major histocompatibility complex 
GC content transition area replication 
timing switch, 4043 
Major histocompatibility complex class II 
CIITA mutant repression of expression, 
4249 
Major late transcription unit 
regulation, 2207 
Mammalian cell 
chromosomal DSB-induced gene conver- 
sion, 6386 
Mammary epithelial cell 
Stat5 and Stat6 transactivation domains, 
3663 
Mammary gland 
role of cyclin E in hyperplasia and carci- 
noma, 453 
Mammary tumor 
role of neu and p53 genes, 3155 
Manganese superoxide dismutase 
regulation by TNF-a and IL-1B, 6970 
MAR-binding protein 
chicken ARBP, 5656 
Mason-Pfizer monkey virus 
RNA nuclear export signal, 135 
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Maternal somatic genome 
effect on Paramecium genome rearrange- 
ments, 3589 
Mating pathway 
coordination with Mpk1 activation in S. 
cerevisiae, 6517 
Matrix attachment region 
role in IgH expression, 2658 
Matrix attachment region-binding protein 
SATBI participation in negative regula- 
tion, 5275 
Matrix metalloproteinase 2 
promoter transcriptional activation by 
p53, 6330 
Mauriceville retroplasmid 
N. crassa, 4526 
reverse transcriptase initiation of CDNA 
synthesis, 4526 
max gene 
minimal regulatory region, 1037 
Max protein 
interaction with Myc, 100 
interaction with TEF-1, 3924 
regulation of cardiac a-MHC expression, 
3924 
MBF complex 
role of component p73’? in meiosis regu- 
lation, 6246 
Mcm!1 protein 
DNA-bending specificity, 1881 
isoform induced in high-salt response, 819 
phosphorylation, 819 
Mcm10 protein 
role in elongation fork pausing, 3261 
protein 
intramitochondrial sorting, 4024 
S. cerevisiae, 4024 
Mdm10 protein 
P. anserina, 6359 
MeCP2 protein 
homology to chicken ARBP, 5656 
Med6 protein 
conservation in S. cerevisiae and humans, 
4622 
RNA polymerase II promoter transcrip- 
tional activation, 4622 
Medium-chain acyl coenzyme A dehydroge- 
nase 
regulation of expression by ERRa, 5400 
MEF? protein 
interaction with TR, 2745 
role in a-MHC gene activation, 2745 
MEF2A gene 
repression of translation by 3’ untrans- 
lated region, 2756 
MEF2A protein 
DNA binding and bending, 2876 
MEF2C protein 
interaction with p300, 1010 
MEFS3 protein 
role in muscle transcription, 656 
Megakaryoblastic leukemia cells 
TPO-induced differentiation, 2933 
Megakaryocyte 
cyclin D3 role in endomitotic cell cycle, 
7248 
MAPKK-induced differentiation, 1947 
role of MAPK in TPO-induced differenti- 
ation, 4991 
Meiosis 
regulation by p73”°?, 6246 
role of Wtm proteins in regulation and 
silencing, 4830 
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SSP1 role in divisions in S. cerevisiae, 7029 
Meiotic gene expression 
stimulation by Rim15p, 2688 
Meis protein 
DNA binding complex with Pbx proteins, 
5679 
Meis! protein 
DNA binding stabilization by Hox pro- 
teins, 6448 
MEK kinase 
protein, 3508 
Mep2 and Mep3 proteins 
S. cerevisiae ammonium transporters, 4282 
Mesenchymal cells 
HFH-11 expression, 1626 
Met31 protein 
role in regulation of sulfur metabolism, 
3640 
S. cerevisiae, 3640 
Met32 protein 
role in regulation of sulfur metabolism in 
S. cerevisiae, 3640 
Met tyrosine kinase 
degradation by ubiquitin-proteasome 
pathway, 799 
Metal ion 
regulation of p53 activity, 5699 
Metal response element-binding transcrip- 
tion factor | 
binding to DNA, 2781 
interaction with zinc, 2781 
Metalloregulatory protein 
S. cerevisiae Zap1, 5044 
Methylation 
ETS site regulation of keratin 18, 4885 
H19 gene, 4322 
Methyl-CpG-binding protein 
rat MeCP2 homology to chicken ARBP, 
5656 
O°-Methylguanine DNA methyltransferase 
CpG island silencing, 5612, 5813 
heterochromatinization of transcription 
start site, 5612 
MGA23 gene 
homology with SPT23 gene, 4718 
regulation of S. cerevisiae Ty1 transcrip- 
tion, 4718 
Microsatellite 
instability, 2851 
Microtubule 
control of dynamics by oncoprotein 18, 
5530 
regulation of dynamics by oncoprotein 18 
phosphorylation, 3459 
Midblastula transition 
transcription-dependent induction of G, 
during, 529 
Minichromosome 
role of cis-acting sequences in replication, 
7237 
Minichromosome maintenance protein fam- 
ily 
complexes with Cdc47p, 5867 
Mismatch repair 
S. cerevisiae, 2844, 2851, 2859 
Mismatch repair gene 
role in microsatellite instability, 2851 
Mismatch repair protein 
removal of frameshift intermediates, 2844 
Mitochondrial DNA 
cell death-associated rearrangements in P. 
anserina, 6359 


Mitochondrial glutamate dehydrogenase 
L. tarentolae guide RNA-binding protein, 
3915 
Mitochondrial ribonucleoprotein particle 
endonucleolytic cleavage of mRNA in T. 
brucei, 5377 
Mitochondrial RNA 


role of Pet127p in stability and processing, 


2816 
Mitochondrion 
DNA mutation and tRNAsn levels, 6831 
protein import and pre-F,f signal, 7169 
Mitogen 
role in replication origin decision point, 
4312 
Mitogen-activated protein kinase 
activation by IFN-B and oncostatin M, 
3833 
antagonism of 3T3-L1 adipocytic differen- 
tiation, 6068 
cascade regulation by adrenergic agonists, 
3556 
Ets-2 phosphorylation and activation of, 
2401 
glucocorticoid receptor transcriptional 
enhancement, 3947 
HB-EGF gene expression and, 2401 
pathway coordination with mating in S. 
cerevisiae, 6517 
PI 3-kinase-dependent integrin signaling, 
4406 
role in TPO-induced megakaryocytic dif- 
ferentiation, 4991 
signaling effect on skeletal myogenesis, 
3547 
Mitogen-activated protein kinase kinase 
induction of megakaryocyte differentia- 
tion, 1947 
Mitogenesis 
abolition by IRS-1 in 3T3-L1 adipocytes, 
7386 
growth factor-dependent signaling, 7398 
Mitogenic activity 
Gas6-Axl, 4442 
Mitosis 
activation of S. cerevisiae Cla4 protein, 
5067 
multisite phosphorylation role in microtu- 
bule dynamics, 5530 
rad26 mutant and bypass of S-phase ar- 
rest, 3103 
repression of RNAP II transcription, 5781 
role of HEC, 6049 
roles of Cdc55p, 620 
Mitotic spindle 
effect of disassembly on cell cycle, 2723 
protein 
required for cell wall integrity, 3508 
required for osmotic and temperature 
stress response, 3508 
S. pombe MEK kinase, 3508 
Mih!1 protein 
relevance to HNPCC-associated muta- 
tions, 4465 
S. cerevisiae, 4465 
MLL gene 
site-specific cleavage, 4070 
Mip1 protein 
regulation of Rlm1p, 2615 
MNF-8 protein 
transient expression during myogenesis, 
5236 
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MOK2 protein 
binding to DNA and RNA, 2116 
interaction with nuclear ribonucleoprotein 
components, 2116 
Morphogenesis 
photoreceptor, 5521 
Y. lipolytica, 6283 
Mos protein 
activation of myogenic differentiation, 584 
inhibition by CKIIB, 1904 
role in X. laevis oocyte cytoplasmic poly- 
adenylation, 6419 
Mos/mitogen-activated protein kinase path- 
way 
synergy with loss of p53 function, 506 
MOT} protein 
dissociation of TBP from DNA, 4842 
identity to Bur3p, 2057 
interactions with Spt3p, 287 
mechanism of action in S. cerevisiae, 4842 
Mouse 
alternative splicing in pachytene sper- 
matocytes, 989 
C/EBP® protein, 844 
c/epba gene disruption in liver, 6014 
Col2al gene, 2336 
CYP2D5 gene, 2038 
Dad! gene, 2151 
dhfr promoter, 1966 
DNA ligase III, 989 
DNA repair deficiency, 1484 
gene induction, 3364 
E1 protein, 1484 
E2A null and E2A/Id1 knockout, 7317 
E2F proteins, 1966 
early embryonic arrest, 4080 
ectopic gene targeting bimodal distribu- 
tion, 5571 
F9 embryonal carcinoma cell viability and 
SNF28-BRGI1, 5976 
G-CSF receptor, 1170 
germ line palindrome resolution and re- 
combination, 5559 
GLUT1 protein, 954 
GRIP1 protein, 2735 
H19 gene, 309, 4322 
hepatocyte proliferation regulated by C/ 
EBPa, 7353 
histone deacetylase 1 expression, 5033 
hnRNP AI, 1776 
hnRNP AI pre-mRNA, 1776 
homolog of Drosophila extra sex combs 
gene product, 4707 
HSF1 protein, 778 
HSP70.1 gene, 778 
Id1 gene, 844 
Igh locus replication, 6167 
IL-12 p40 promoter, 4572 
IRS-1 knockout, 1513 
Jak2 protein, 1562 
Ku80 protein, 1264 
MEFaA gene, 2756 
MMTV-ras, 723 
MnSOD gene regulation by TNF-a and 
IL-1, 6970 
MOK2 protein, 2116 
Mpv 20 strain, 4080 
MTF-1 protein, 2781 
Nfl gene, 862 
NF-«B activation-deficient cell line, 1441 
Npat gene, 4080 
overexpression of HOXA10 in hematopoi- 
etic cells, 495 
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p53 protein, 713, 723, 2806 
p120-Gap protein, 1840 
Pdha-2 gene, 612 
perlecan antisense cDNA, 1938 
phenotypic variation in F, hybrids, 5269 
preintegration DNA processing, 3779 
Ras-GRF2 protein, 1396 
RBP-L protein, 2679 
RSVigmyc transgene, 5269 
Schwann cell hyperplasia, 862 
Sim-2 gene product inhibition of tran- 
scription, 4933 
SM22«a gene, 2266 
Sos! and Sos2 regulation, 7132 
c-src pre-mRNA complex intronic splicing 
enhancer, 6537 
Srp20 gene, 3116 
T-cell development, 2151 
TCR locus, 2151 
TCR 8 locus, 2631 
tPA mRNA, 1759 
tumor proliferation and genomic instabil- 
ity without decreased apoptosis, 723 
U2afl-rs1 gene, 789 
V(D)J recombination, 2631 
xrs mutants, 1264 
zygotic genome activation, 778 
Mouse mammary tumor virus 
SATBI protein, 5275 
protein 
coordination with mating pathway in S. 
cerevisiae, 6517 
regulation of RlmIp, 2615 
Mpk1Ip mitogen-activated kinase pathway 
targeting of Rlm1, 1848 
Mpp10 protein 
role in yeast pre-18S rRNA processing, 
5803 
Mpts protein 
interaction with Sst2 protein, 3429 
role in pheromone response, 3429 
Mpv 20 mouse 
early embryonic arrest, 4080 
Npat gene, 4080 
mRNA 
3’ UTR regulation of procyclin expres- 
sion, 4363 
ARE-mediated decay, 4611 
binding of 3’ untranslated region, 5255 
collagen ai(I), 5201 
deadenylation, 4611 
effect of DEAD-box protein gene disrup- 
tion on editing, 4895 
endonucleolytic cleavage by RNPs in T. 
brucei, 5377 
B-F1-ATPase, 5255 
a-globin stability complex, 4870 
oligodeoxynucleotide mapping of regula- 
tory elements, 1759 
translation repression by elF4E-eIF4G, 
6876 
mRNA deadenylation 
effect on mRNA decay in X. laevis em- 
bryos, 209 
mRNA degradation 
nonsense mediated, 1580 
X. laevis embryos, 209 
mRNA export 
Npp106p-Raelp interaction, 7047 
mRNA stabilization 
histone, 3028 
Msh2 and Msh6 proteins 
mutational analysis, 2436 


subunit interactions in mismatch base pair 
recognition, 2436 
Msx protein 
heterodimerization with Dlx proteins, 
2920 
Multiple-drug resistance 
role of hexose transporters in S. cerevisiae, 
5453 
MURA transposase 
binding to Mutator TIRs, 5165 
Muscle LIM protein 
enhancement of MyoD-induced myogen- 
esis, 4750 
Mutator transposable element 
binding to MURA transposase, 5165 
A-myb gene 
cooperation with c-myc, 2448 
expression in vascular smooth muscle 
cells, 2448 
mediation of progression to S phase, 2448 
c-Myb protein 
synergy with CBF in myeloid cells, 5127 
c-myc gene 
chromatin, 4363 
cooperation with A-myb, 2448 
mediation of progression to S phase, 2448 
nucleosomal structures with RNA poly- 
merase II, 4363 
role in chemically induced renal-cell 
death, 6755 
N-myc gene 
regulation by RORa and RVR, 1860 
c-myc mRNA 
elements targeting downregulation, 2698 
c-myc P2 minimal promoter 
role in Myc autosuppression, 100 
Myc protein 
activation of cad, 2529 
autosuppression mechanism, 100 
role of death proteases in mediation of 
apoptosis, 6736 
c-Myc protein 
differentiation block, 2353 
inhibition by c-Myc short proteins, 1459 
c-Myc short proteins 
inhibition of full-length c-Myc functions, 
1459 
c-Myc-responsive gene 
rcl, 4967 
Myeloid cell 
apoptosis induced by alternatively spliced 
p53, 713 
gp91-phox expression, 2279 
synergy of CBF and c-Myb in activating 
MPO enhancer, 5127 
Myeloid differentiation 
role of HOXA10, 495 
Myeloperoxidase 
proximal enhancer activation by CBF and 
c-Myb, 5127 
MyoD protein 
effect of Mos on interaction with E12, 584 
induction of myogenesis, 4750 
interaction with p300, 1010 
Myogenesis 
effect of signaling through MAPK and 
Rac/Rho, 3547 
induction by MyoD and role of MLP, 
4750 


inhibition by Ras effector domain variants, 


3547 
MNF-B expression, 5236 
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Myogenic basic helix-loop-helix protein 
inhibition by bHLH protein Twist, 6563 
Myogenic differentiation 
activation by Mos, 584 
c-myc mRNA downregulation during, 
2698 
role of ETS domain transcription factor 
PEA3, 5550 
Mytl protein 
localization, 571 
phosphorylation of Cdce2, 571 


NADH-cytochrome b, reductase 
intramitochondrial sorting, 4024 
NADPH oxidase 
assembly and activation, 2177 
p47”"°* SH3 domain interactions, 2177 
Nck protein 
role in integrin-stimulated signaling, 1702 
Negative protein 1 
identity to CTCF, 1281 
Neoplastic transformation 
role of NOTCH, 6265 
Net-b protein 
ternary complex formation with SRF on 
fos promoter SRE, 5667 
neu gene 
cooperation with p53-172H gene, 3155 
role in mammary tumorigenesis, 3155 
Neu protein 
mediation of transformation, 5410 
Neuregulin-related gene 
Don-I1 expression in cerebellum and hip- 
pocampus, 4007 
Neurite 
role of cyclins D1, p35, and p39 in out- 
growth, 6585 
Neurite outgrowth 
role of Brn-3a, 345 
NeuroD1/B2 protein 
role in pituitary POMC transcription, 
6673 
Neurogenesis 
regulation by GATA-1 proteins, 436 
Neuronal ceil 
differentiation by FGF, 4633 
Neuronal differentiation 
sodium channel induction by mutant 
PDGER, 89 
Neuronal growth cone 
roles of Rho-type GTPases in remodeling, 
1201 
Neurospora crassa 
cDNA synthesis, 4526 
Mauriceville retroplasmid reverse tran- 
scriptase, 4526 
ribosome stalling and translational attenu- 
ation, 4904 
NFAT protein 
expression in normal T cells, 2475 
transcriptional activity in Th2 cells, 1522 
NFATp protein 
regulation of IL-2 gene CD28RE, 2605 
NFATx!1 protein 
calcineurin-regulated inhibitory domain, 
2066 
nuclear translocation, 2066 
NF-E2 protein 
cross talk with nuclear hormone recep- 
tors, 1407 
NF-I protein 
roles in muscle transcription, 656 
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NF-IL6 
retinoid antagonism, 4159 
NF-interleukin 2 AP-1 site 
composite with CD28RE, 4051 
NF-«B protein 
binding to RBP-Jx, 3733 
constitutive activation, 3629 
constitutive activation in WEHI 231 B 
cells, 4390 
induction by CD30 mediated by TRAF1 
and TRAF2, 1535 
lack of activation in 1.3E2 cells, 1441 
RelA (p65)-mediated transcription and 
IxBe, 6184 
role in breast cancer, 3629 
role in TNF-a regulation of MnSOD, 
6970 
synergistic activation by TNF-a and 
IFN-y, 6746 
NF-«B/Rel proteins 
regulation of IL-2 gene CD28RE, 2605 
NF-Y protein 
interactions with Tax,, 1236 
regulation of ferritin H-chain transcrip- 
tion, 1387 
role in nucleoprotein complex assembly, 
4589 
role in promoter occupancy, 4589 
Nic96 protein 
similarity to S. pombe Npp106, 7047 
NIH 3T3 cell 
Gas6-Axl mitogenic and survival activities, 
4442 
induction of proliferation by c-Raf-1, 2576 
Neu-mediated transformation, 5410 
Ras-mediated entry into S phase, 5348 
Nijmegen breakage syndrome 
failure of cells to induce DNA damage 
response, 5016 
protein 
role in S. pombe mating, 10 
Nip7 protein 
role in 60S ribosome subunit biogenesis, 
5001 
Nitric oxide synthase 
mRNA 3’ UTR binding to cytosolic pro- 
teins, 5719 
NLI protein 
functional analysis, 5688 
Nmd2 protein 
role in nonsense-mediated mRNA decay, 
1580 
Non-Hodgkin’s lymphoma 
role of NPM in oncogenesis, 2312 
Nop! protein 
interaction with Nop56 and NopS8 in S. 
cerevisiae, 7088 
Nop2 protein 
role in ribosome biogenesis, 378 
Nop56 and NopS58 proteins 
Nop! interaction and role in ribosome 
biogenesis, 7088 
Nopp140 protein 
nucleolar phosphoprotein, 230 
transcription factor, 230 
Notch! protein 
ligand encoded by Jagged2, 6057 
NOTCH gene 
role in neoplastic transformation, 6265 
Notch protein 
synergy with Su(H) in E(spl) my and md 
regulation, 5620 


Nova-1 protein 
recognition of RNA targets, 3194 
Npat gene 
Mpv20 mouse, 4080 
proviral inactivation causing early embry- 
onic arrest, 4080 
NPKS protein 
interaction with Sip2p, 2099 
Npp106 protein 
interaction with Raelp in mRNA export, 
7047 
similarity to S. cerevisiae Nic96p, 7047 
Ntf2 protein 
interaction with Ran/GspIp in nuclear 
transport, 3755 
Nuclear cap-binding protein complex 
interactions with hnRNP F, 2587 
Nuclear factor of activated T cells 
inhibition by dithiocarbamates, 6437 
Nuclear foci 
hMrell and hRad50, 6087 
Nuclear hormone receptor 
conformational switch role and ccrepres- 
sor release, 6131 
cross talk with NF-E2, 1407 
interaction of superfamily members with 
SHP, 7126 
Nuclear localization 
E2F role in S-phase entry, 5508 
Nuclear localization signal 
role in regulation of gene expression by 
G-kinase, 5244 
Nuclear orphan receptor 
COUP-TF and ARP-1 regulation of trout 
ER gene, 5053 
Nuclear receptor 
DNA binding stabilization via protein 
dimerization, 6546 
role of dimerization in activation, 3977 
SF-1, 3997 
74/7c/AF-2 relief of silencing, 4259 
Nuclear receptor corepressor 
activation of thyroid hormone-repressed 
genes, 2642 
Nuclear receptor OR1 
interaction with RXRa, 3977 
role in nuclear receptor activation, 3977 
Nuclear structure 
role of Nup145p, 906 
Nuclear translocation 
cGMP-dependent protein kinase, 5244 
Nuclear transport 
role of Ran/Gspip and Ntf2p, 3755 
Nuclear transport factor 
importin-B relation to RanBPS, 5087 
Nucleolar protein 
S. cerevisiae Cbf5p, 6175 
Nucleolus 
KKE/D repeat proteins Nop56p and 
Nop58p, 7088 
Nucleophosmin-anaplastic lymphoma kinase 
fusion protein 
role of NPM in oncogenesis, 2312 
Nucleoprotein complex 
role of NF-Y and RFX in formation, 4589 
Nucleosomal structure 
c-myc, 4363 
Nucleosome 
activation of U6 gene transcription, 4397 
binding to GAL4, 4811 
disruption, 895 
distal promoter region, 4397 
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Sin influence on core structure and func- 
tion, 6953 
Nucleosome binding 
UBF displacement of histone H1, 5833 
Nucleosome-like positioning 
role in CpG island silencing, 5813 
Nucleotide deletion 
role in V(D)J recombination, 3768 
Nucleotide excision repair 
role in removal of N-ethylpurines, 564 
roles of Rad proteins, 635 
Nucleotide excision repair enzyme 
excision of BPDE-N’-dG DNA adducts, 
7069 
Nucleotide excision repair system 
role in DNA interstrand cross-link repair, 
6822 
Nucleus 
exoribonucleases Ratlp and Xrn1p, 6122 
Nup145 protein 
roles in mRNA export and nuclear struc- 
ture, 906 
Nur77 protein 
antagonism with glucocorticoid receptor, 
5952 
novel signaling mechanism, 5946 


O glycosylation 
blockage of Sp1 protein interactions, 6472 
effect on Spl, 2550 
Oafl and Oaf2 proteins 
regulation of peroxisome proliferation and 
B-oxidation enzyme induction, 69 
OCA-B protein 
targeting of Oct-1 POU domain, 7295 
Oct-1 protein 
interaction with VP16, 3937 
POU domain targeting by OCA-B, 7295 
Oct-3 protein 
synergy with Sox2 in FGF-4 activation, 
6321 
Oct-4 protein 
cell-specific transactivation domain, 154 
Oligomerization 
Sam68, GLD-1, and Qk1, 5707 
Oncogene 
induction of apoptosis, 7306 
Oncogenesis 
role of Hox cooperativity motif of E2a- 
Pbx1, 81 
Oncoprotein 
v-Rel antiapoptotic activity mediated by 
ch-IAP1, 7328 
Oncoprotein 18 
control of microtubule dynamics, 5530 
phosphorylation regulation of microtubule 
dynamics, 3459 
Oncostatin M 
activation of Raf-i and MAPK, 3833 
requirement for JAK1-dependent path- 
way, 3833 
Origin of DNA replication 
architecture of binding to yeast ORC, 
7159 
Origin recognition complex 
architecture of binding to origins of repli- 
cation, 7159 
Origins of bidirectional replication 
association with "CpGs, 416 
Orphan nuclear receptor 
ERRa regulation of MCAD gene, 5400 
Orphan receptor 
ARF-1/COUP-TFII, 4914 
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SHP interaction and repression domains, 
7126 
Otefin protein 
role in vesicle attachment to chromatin in 
D. melanogaster, 4114 
Oxytricha spp. 
internal eliminated segment variability, 
326 
protein 
complexes with cdk4, 2458 
inhibition by E1A, 2030 
stabilization in TGF-f-resistant cells, 2458 
p21 protein 
effects of radiation on ubiquitination, 355 
redistribution in cyclin E-cdk2 activation, 
4059 
regulation by C/EBPa in newborn mice, 
7353 
regulation of expression by E2A and Id, 
5888 
protein 
competition with Cdc25A for cyclins, 4338 
p21?! protein 
mediation of cell cycle arrest, 5588, 5598 
role in Raf-induced proliferation, 5598 
p2 l WAF1/Cip! gene 
activation by Stat5, 2933 
protein 
inhibition by E1A, 2030 
vrotein 
role of Ras in downregulation, 3850 
p27*”’ protein 
inhibition of cyclin A gene expression, 407 
Ras-mediated downregulation late in G,, 
5348 
p35 protein 
role in neurite outgrowth, 6585 
p36™4"" protein 
role in CAK phosphorylation of p53, 7220 
p38 kinase 
induction by alkylating agents, 4792 
p38 protein 
activation by Fas, 24 
role in TCF activation, 2366 
p39 protein 
role in neurite outgrowth, 6585 
p45 protein 
cross talk with nuclear hormone recep- 
tors, 1407 
protein 
SH3 domain interactions, 2177 
p53 gene 
cooperation with neu gene, 3155 
role in mammary tumorigenesis, 3155 
p53 protein 
accumulation regulation by UV, 3074 
activation of type IV collagenase pro- 
moter, 6330 
alternative splicing, 713 
association with ribosomes, 3146 
cell cycle dependence of regulation by 
UV, 3074 
cleavage by calpain, 460 
degradation by calpains, 2806 
DNA binding regulation, 6255 
effect of interaction with RP-A on DNA 
binding, 2194 
effects of deficiency on tumorigenesis and 
apoptosis in transgenic mice, 723 
effects of radiation on ubiquitination, 355 
induction of apoptosis in myeloid cells, 
713 


pl 


p2 


inhibition of topo Ha gene expression, 
389 

mediation of DNA damage response in 
NBS cells, 5016 

mutation of lymphoblastoid cells, 4774 

phosphorylation by 
CAK, 7220 

phosphorylation by TFITH, 5923 

regulation by copper and dithiocarbamate, 
5699 


relationship between loss of function and 
Mos/MAPK pathway, 506 
role in oncogene-induced apoptosis, 7306 
role in thyroid hormone receptor expres- 
sion, 7195 
targeting of IGF-1R in apoptosis, 1084 
transactivation regulation by UV, 3074 
p65 protein 
mediation of NF-«B transcription and 
IkBe, 6184 
p70°* protein 
phosphorylation, 5648 
role in bifurcation of signaling pathways, 
5426 
p73”? protein 
component of mitotic MBF complex and 
meiosis regulator, 6246 
p107 protein 
inactivation mediated by SV40 TAg J do- 
main, 4979 
inhibition of cdk activity, 3566 
p120-Gap protein 
functions, 1840 
p130 protein 
inactivation mediated by SV40 TAg J do- 
main, 4979 
inhibition of cdk activity, 3566 
p130“* protein 
localization to focal adhesions, 3884 
role in integrin-stimulated signaling, 1702 
p140 protein 
identity with PRK2, 2247 
p190 protein 
phosphorylation in p120-Gap-deficient 
cells, 1840 
p300 protein 
coactivation of myogenic factors, 1010 
interaction and collaboration with C/ 
EBP®, 6609 
P element 
third-intron splicing and role of hrp48, 
7260 
Pab1 protein 
control of poly(A) tail length, 3694 
interaction with Rnal5, 3694 
S. cerevisiae, 3694 
Paclitaxel (Taxol) 
response of IL-8 promoter regulatory ele- 
ments, 5097 
Pafl protein 
part of novel RNA Pol Il-containing com- 
plex, 1160 
mutant 
inhibition of Ras transformation of Rat-1 
fibroblasts, 4454 
Palindrome 
resolution and recombination in mouse 
germ line, 5559 
protein 
role in S. cerevisiae endocytosis, 4294 
S. cerevisiae cortical actin cytoskeleton 
organization, 4294 
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Pancreas 
a-cell-specific proglucagon gene expres- 
sion, 7186 
Papillomavirus 
E2 transactivation domain interaction 
with AMF-1, 7407 
Par-4 protein 
expression and function in apoptosis, 3823 
Paramecium primaurelia 
genome rearrangements, 3589 
Paraneoplastic opsoclonus myoclonus ataxia 
Nova-1 autoantigen, 3194 
Patch methylation 
role in transcriptional initiation and elon- 
gation, 5897 
Paxillin 
Tyr phosphorylation and FAK cell spread 
inhibition, 6906 
Pbx-1 protein 
conformational changes in heterodimers 
with Hoxb-8, 5369 
Pbx protein 
DNA binding complex with Meis proteins, 
5679 
DNA binding properties of heterodimers 
with Hox, 4696 
role in Hox DNA binding specificity and 
selectivity, 4696 
PC12 cell 
ligand-dependent differentiation, 4169 
Pefl1 protein 
subunit of CF I, 1102 
Pcl proteins 
interactions with Pho8Sp, 1212 
Pdha-2 gene 
regulation of expression, 612 
pdx-1 gene 
role of HNF38 in B-cell-specific transcrip- 
tion, 6002 
PDX-1 protein 
role in insulin gene expression, 3987 
transactivation properties, 3987 
PEA3 protein 
role in myogenic differentiation, 5550 
Peptidyl transferase reaction 
inhibitor activation of JNK1, 3373 
PER protein 
D. melanogaster, 3687 
Perlecan antisense cDNA 
suppression of bFGF, 1938 
Peroxisome 
association of membrane with Pex17p, 
2511 
biogenesis in Y. lipolytica, 5210 
evolutionary relationship to glycosomes, 
1093 
import of matrix proteins, 2511 
regulation of proliferation by Oaf pro- 
teins, 69 
Peroxisome proliferator-activated receptor 
heterodimerization with RXR, 2166 
Pet127 protein 
role in mitochondrial RNA stability and 
processing, 2816 
Pex17 protein 
role in protein import into peroxisomes, 
2511 
pH 
role in PHR2 expression, 5960 
transcriptional control in Y. lipolytica, 
3966 
ph protein 
interactions with Scm protein, 6683 
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Phenotypic variation 
F, mouse hybrids, 5269 
Phenylalanine hydroxylase 
role of HNFla gene in activation of gene 
demethylation, 4948 
Pheromone 
stimulation mediated by Stel2p small do- 
main, 6410 
Pheromone receptor 
elimination in S. cerevisiae, 6236 
Pheromone response 
role of Gpalp-receptor interactions, 2897 
role of Mpt5p and Sst2p, 3429 
Pho? protein 
binding to HO promoter, 2669 
Pho85 protein 
interactions with cyclins, 1212 
Phosphatidylinositol 3,4-bisphosphate 
activation of Akt, 338 
Phosphatidylinositol 4,5-biphosphate phos- 
phatase 
regulation of actin filament rearrange- 
ment, 3841 
Phosphatidylinositol 3-kinase 
antiapoptotic signaling, 1595 
constitutively active, 190 
effects on glucose transport, glycogen syn- 
thase activity, and DNA synthesis, 
190 
integrin signaling to MAP kinase, 4406 
mediation of EGF activation of JNK, 
5784 
role in AKT and Raf-1/MAP kinase path- 
way activation, 4406 
role in Gas6-Axl mitogenic and survival 
activities, 4442 
SIP/SHIP inhibition of signaling, 2559 
stimulation of DNA synthesis, 248 
Phosphatidylinositol 4-phosphate 5-kinase 
role in CSF-1-dependent mitogenic signal- 
ing, 7398 
Phospholipid 
binding requirement via Shc PTB domain, 
5540 
Phospholipid hydroperoxide glutathione per- 
oxidase 
protein binding to 3’ UTR, 1977 
Phosphorylation 
McmIp, 819 
modulation of HNF4 DNA-binding activ- 
ity, 4208 
p53, 7220 
p70"*, 5648 
PKA dependent, 4208 
Raf-1 serine 338-serine 339, 4509 
role in Id3 cell cycle function, 6815 
role in microtubule dyanamics, 5530 
role in Ras-dependent activation and sig- 
naling, 4509 
S6 and 4E-BP1, 5426 
Phosphotyrosine 
binding domain of Shc, 5540 
binding requirement via Shc PTB domain, 
5540 
Phosphotyrosine binding domain 
role in PDGFRa signaling cascade up- 
regulation, 4597 
Phosphotyrosine binding domain inhibitors 
effects on IR signaling and trafficking, 
1180 
Photoreceptor 
role of bifocal in morphogenesis, 5521 
role of Cbl in development, 2217 


Phox! protein 
homeodomain functional specificity at the 
c-fos SRE, 6653 
PhpS protein 
S. pombe homolog of S. cerevisiae HapS, 
7008 
PHRI gene 
regulation by UME6, 6223 
PHR2 gene 
C. albicans pH-regulated PHR] homolog, 
5960 
Pituitary gland 
role of NeuroD1/82 in POMC transcrip- 
tion, 6673 
Plasmid 
anchoring and partitioning by Sir4 in S. 
cerevisiae, 7061 
Plasmodium falciparum 
polymorphic subtelomeric domains, 3679 
telomere-adjacent gene expression, 604 
var genes, 604, 3679 
Platelet-derived growth factor receptor 
sodium channel induction by mutants, 89 
Platelet-derived growth factor receptor a 
signaling cascade upregulation by Cbl, 
4597 
Pik protein 
functional homology to Cdc5, 3408 
induction of septation structures, 3408 
PLZF protein 
effect of fusion with RARa on RA signal- 
ing, 4859 
PML protein 
effect of fusion with RARa on RA signal- 
ing, 4859 
protein 
relevance to HNPCC-associated muta- 
tions, 4465 
S. cerevisiae, 4465 
Pob3 protein 
interaction with Poll, 4178 
Pocket protein 
phosphorylation by [E72 viral kinase, 6459 
Podospora anserina 
mitochondrial outer membrane proteins 
Tom70 and Mdm10, 6359 
Poly(A) site 
HIV-1, 2127 
processing, 2127 
promoter proximal, 2127 
Poly(A) tail 
control of length by Pab1, 3694 
mediation of RNA stability in vitro, 398 
Polyadenylation 
Mos influence in X. laevis oocytes, 6419 
Polyadenylation factor CstF 
human, 3907 
RNA recognition, 3907 
Polyamine transport 
regulation by STK2 gene, 2994 
Polycomb protein 
association with RING1, 4105 
different compositions of complexes, 6773 
hPc2 role in cellular transformation and 
apoptosis, 6076 
Scm and ph interactions, 6683 
polyhomeotic protein 
interactions with Scm protein, 6683 
Polymerase I 
transactivator UBF, 5833 
Polypyrimidine tract binding protein 
repression of c-src N1 splicing, 4667 
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Polytene chromosome band 
association with Su(s), 2291 
POR2 gene 
S. cerevisiae, 5727 
Posttranscriptional regulation 
collagen a1(I1) mRNA, 5201 
Posttranslational modification 
pRB in apoptotic promonocytic cells, 6040 
POU demain 
brain 4 proglucagon transactivation, 7186 
targeting by OCA-B, 7295 
POU domain factor 
Brn-3 class, 2391 
recognition of DNA elements, 2391 
pp41/43®S* protein 
inhibition of cell spreading, 6906 
pRB protein 
tTG-dependent posttranslational modifi- 
cation, 6040 
pRB-related protein 
p130 and p107 inactivation SV40 TAg 
J-domain mediation, 4979 
Pre-18S rRNA 
Mpp10p role in processing in S. cerevisiae, 
5803 
Preadipose cell 
effect of Id3 on differentiation, 1796 
pref-1 protein 
link between cleavage and adipocyte dif- 
ferentiation, 977 
P-region addition 
role in V(D)J recombination, 3768 
Pre-mRNA 
Clk1 protein kinase regulation of alterna- 
tive splicing, 5996 
complex of branch site and U2 snRNP, 
2944 
duplex with U2 snRNA, 3469 
role of galectin-1 in splicing, 4730 
splice site selection, 1776 
Preprotein 
translocase of outer mitochondrial mem- 
brane, 6574 
Pre-rRNA 
role of S. cerevisiae Rrp7 in processing, 
5023 
Pre-rRNA cleavage 
requirement for Rok1 protein, 3398 
Pre-rRNA processing 
role of Dbp3p, 1354 
role of Nop2p, 378 
Prespliceosome 
association with U4/U6 - US tri-snRNP, 
3580 
Pre-U2 small nuclear RNA 
3’ processing, 7178 
PRH75 protein 
plant DEAD-box nuclear RNA helicase, 
2257 
Prion 
role in translation termination, 2798 
PRK2 protein 
effector target of Rho and Rac, 2247 
identity with p140, 2247 
regulation of actin cytoskeleton, 2247 
Procyclin 
expression in T. brucei insect forms, 4363 
Progesterone receptor 
interactions with FKBP51 and FKBPS2, 
594 
Proglucagon 
pancreatic a-cell-specific expression, 7186 
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Programmed cell death 
similarity of S. pombe version to apopto- 
sis, 2468 
Prolactin gene 
pituitary-specific expression, 1065 
reconstitution of activity by Ets-1-GHF-1/ 
Pit-1 interaction, 1065 
Proliferating cell nuclear antigen 
interaction with DNA polymerases 6 and 
€, 6367 
Promonocytic cell 
tTG-dependent posttranslational modifi- 
cation of pRB, 6040 
Promoter element 
role of TATA box in transcription reini- 
tiation rate, 3809 
Proopiomelanocortin 
role of NeuroD1/2 in transcription, 6673 
Protease 
role in s-Myc- and c-Myc-mediated apo- 
ptosis, 6736 
Proteasome 
susceptibility of Sp] to, 2550 
Protein kinase A 
deficiency in D. melanogaster and circa- 
dian clocks, 5915 
induction of apoptosis, 3229 
role in phosphorylation modulation of 
HNF4 activity, 4208 
role in TSH cAMP-stimulated synthesis, 
6717 
Protein kinase C 
activation of Raf-1, 732 
atypical isoforms in UV-induced apoptotic 
pathway, 4346 
diacylglycerol-regulated isotypes, 732 
Protein kinase C response element 
glucagon gene, 1805 
Protein kinase Cd 
tumor suppressor function, 3418 
Protein kinase CZ 
role in insulin stimulation of protein syn- 
thesis, 5184 
Protein kinase PKR 
regulation by pseudosubstrate inhibitor 
K3L, 4146 
substrate eIF2a, 4146 
Protein phosphatase 2A 
B’ regulatory subunit Rtslp, 3242 
core enzyme and holoenzyme, 1692 
Protein secretion 
Y. lipolytica, 5210 
Protein synthesis 
stimulation by insulin requiring PKCZ, 
5184 
Protein transport 
endoplasmic reticulum to Golgi appara- 
tus, 256 
role of SEC13, 256 
Proteolysis 
requirements during apoptosis, 6502 
Provirus 
early embryonic arrest, 4080 
inactivation of Npat gene in Mpv 20 mice, 
4080 
Prp31 protein 
role in spliceosome formation in S. cerevi- 
siae, 3580 
Psammechinus miliaris 
cleavage-stage histones, 1189 
psbC gene 
control of mRNA translation by TBC/ 
and TBC3, 3440 


Pseudosubstrate inhibitor 
K3L, 4146 
Psoralen cross-link 
processing in X. laevis oocytes, 6645 
Ptp2 and Ptp3 proteins 
regulation of HOG1 MAPK pathway, 
1289 


protein 
role of KH domain in self-association, 
5707 
QSRI1 gene 
suppression of dominant-negative muta- 
tions by SQOT1, 5146 
Qsr1 protein 
role in ribosomal subunit joining, 5136 


Racl protein 
regulation of transformation, gene expres- 
sion, and actin organization, 1324 
role of PAK in function of, 1324 
Rac protein 
association with PRK2, 2247 
Rac/Rho protein 
signaling effect on skeletal myogenesis, 
3547 
Rad6 protein 
domain required for dimerization with 
Rad18 in S. cerevisiae, 4526 
role in silencing in S. cerevisiae, 6693 
radII* gene 
encoding of RPA large subunit, 2381 
Rad18 protein 
domain required for dimerization with 
Rad6 in S. cerevisiae, 4526 
Rad23 protein 
human homolog hHR23B and XPC bind- 
ing, 6915 
human homologs and XPC stimulation, 
6924 
rad26 gene 
S-phase feedback control, 3103 
RADS1 gene 
human recombinase mediation of recom- 
bination, 7151 
Rad51 protein 
strand exchange activity, 5359 
Rad53 protein 
regulation by Rfc5, 5905 
Rad proteins 
interactions among, 635 
roles in NER, 635 
Radiation 
role of DmRADS4 in repair of damage, 
6097 
Rael protein 
interaction with Npp106p in mRNA ex- 
port, 7047 
Raf-1 kinase 
inhibition by cAMP agonists, 3229 
role in apoptosis of v-ab/-transformed 
cells, 3229 
Raf protein 
induction of p21“'?'-mediated cell cycle 
arrest, 5588, 5598 
induction of proliferation, 5598 
role of c-Raf-1 zinc finger in activation, 46 
c-Raf protein 
role in IL-2 induction, 4381 
Raf-1 protein 
activation by IFN-B and oncostatin M, 
3833 


activation by PKC, 732 
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induction of DUB] gene, 3364 
induction of HB-EGF expression, 2401 
interaction with Ras, 3047 
interaction with Rheb, 921 
regulation of sIL-Ra gene, 1118 
serine 338-serine 339 phosporylation, 4509 
transformation of rat2 cells, 3047 
c-Raf-1 protein 
induction of cell proliferation, 2576 
role of zinc finger in Raf activation and 
Ras binding, 46 
Raf-1/mitogen-activated protein kinase 
role of PI 3-kinase in pathway activation, 
4406 
RAGI protein 
enhancement of V(D)J recombination, 
4544 
motif enhancing recombination activity, 
4544 
RAG-1 and RAG-2 proteins 
complexes with V(D)J recombination sub- 
strates, 6932 
Ran-binding protein | 
interaction with RanBPS and importin-B, 
5087 
Ran-binding protein 5 
interaction with RanBP1, 5087 
relation to nuclear transport factor impor- 
tin-8, 5087 
Ran/Gsp! protein 
interaction with Ntf2p in nuclear trans- 
port, 3755 
Ran-GTPase cycle 
role of Yrb2p, 2235 
Rapamycin 
destabilization of IL-3 mRNA, 3254 
role in bifurcation of signaling pathways, 
5426 
Ras protein 
coupled signaling activated by HBV HBx 
protein, 6427 
effect on Net-b, 5667 
effector domain variant inhibition of myo- 
genesis, 3547 
growth factor signaling link to cell cycle 
machinery, 3850 
interaction with adenylyl cyclase, 1057 
interaction with Raf-1, 3047 
mediation of p27’ downregulation late 
in G,, 5348 
regulation of the cell cycle, 3850 
regulation in p120-Gap-deficient cells, 
1840 
requirement for Cdc42 protein, 3449 
requirement for cyclin D1 induction, 3850 
requirement for p27*’”’ downregulation, 
3850 
role in activation and biological signaling, 
4509 
role in FGF differentiation of neuronal 
cells, 4633 
role in NIH 3T3 cell S-phase entry, 5348 
role in passage through restriction point, 
5348 
signaling activation by HBV X protein, 
6838 
specificity of exchange factors mSos1 and 
mSos2, 7132 
transformation of Rat-1 fibroblasts, 4454 
transformation of rat2 cells, 3047 
Ras-GRF2 protein 
novel Ras GEF, 1396 
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Rat 
120-kDa protein that binds to a SECIS 
element, 1977 
androgen-binding protein gene, 2985 
glucagon gene, 1805 
GnRH promoter, 1652 
INK4a gene, 1366 
MeCP2 homology to chicken ARBP, 5656 
a-MHC gene, 2745 
Mos protein, 584 
Nopp140 protein, 230 
PhGPx and GPx mRNAs, 1977 
prolactin gene, 1065 
SECIS elements, 1977 
vef gene, 1244 
Rat! fibroblast 
Neu-mediated transformation, 5410 
Ras transformation, 4454 
Ratl protein 
role in nucleus and cytoplasm, 6122 
RB protein 
binding to E2F, 5771 
cyclin-dependent kinase-mediated phos- 
phorylation, 5771 
RBP protein 
regulation of IL-6 expression, | 
RBP-L protein 
relationship to RBP-Jx, 2679 
transcription regulation by, 2679 
rel gene 
characterization, 4967 
Reaper protein 
induction of apoptosis, 667 
Recombinase 
RADS1 product and recombination in hu- 
man cells, 7151 
Recombination 
homeologous, 1027 
homologous, 267 
illegitimate, 267 
meiotic, 989 
mitotic, 2764 
mouse germ line, 5559 
role in DSB repair, 267 
role of DmRAD54, 6097 
role of DNA ligase III, 989 
role of exonuclease I, 2764 
selection in mammalian cells with FLP, 
857 
stimulation by DNA replication, 1027 
telomere elongation in A. gambiae, 5176 
V(D)J, 2226, 2631 
Recombination signal sequence 
accessibility to V(D)J recombinase, 4553 
effect on coding joint composition, 4191 
Recombination signal sequence binding pro- 
tein Jx 
action as negative regulatory factor, 3733 
binding to NF-«B site of IL-6 promoter, 
3733 


repression of IL-6 gene transcription, 
3733 
RecQ protein 
S. pombe homolog Rgh1, 6868 
Rel protein 
synergy with C/EBP, 4572 
c-Rel protein 
growth arrest and role in G,/S-phase tran- 
sition, 6526 
v-Rel protein 
antiapoptotic activity mediated by ch- 


IAP1, 7328 


RelA protein 
mediation of NF-«B transcription and 
IkBe, 6184 
Renal cell 
role of c-myc in chemically induced death, 
6755 
Repeat organizer 
insulator element in rRNA genes, 2866 
Replication domain 
organization across an R/G-band bound- 
ary, 6157 
Replication factor C 
Rfc5 regulation of Rad53 protein kinase, 
5905 
Replication fork 
pausing in T. thermophila rDNA 
minichromosome, 4517 
Replication fork barrier 
role in T. thermophila DNA replication, 
6147 
Replication origin 
cis-acting elements in S. cerevisiae, 5473 
Replication origin decision point 
relation to restriction point control, 4312 
role of mitogen, 1-aminopurine, and cell 
cycle phase, 4312 
Replication protein A 
denaturation of SV40 origin of replica- 
tion, 3876 
human, 3876 
inhibition of p53 binding to DNA, 2194 
involvement in URS1 site formation, 3536 
large subunit, 2381 
Repression 
Runt domain protein activities, 5581 
Repressor-activator protein 
Ume6p interaction with Rim11p, 7230 
Respiration 
induction in S. cerevisiae, 4199 
Restriction point 
Ras-mediated passage, 5348 
Restriction poit control 
relation to replication origin decision 
point, 4312 
Retina 
R-FABP gene regulation during develop- 
ment, 5935 
Retinoblastoma protein 
influence on E2F DNA-binding site speci- 
ficity, 6994 
interaction with transcription factor UBF, 
4230 
maize homologs RRB1 and RRB2, 5077 
N terminus and development and tumor 
suppression, 7342 
repression of RNA polymerase I tran- 
scription, 4230 
Retinoic acid 
effects of PML-RARa and PLZF-RARa 
fusions on signaling, 4859 
induction of RAR#2 chromatin structure 
alterations, 6481 
inhibition of adipogenesis, 1552 
trans-Retinoic acid 
growth of resistant human breast cancer 
cells, 6598 
Retinoic acid receptor 
control of gene expression, 3013 
heterodimerization with RXR, 2166, 
3013 
74/7c/AF-2 relief of silencer core silencing, 
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9-cis-Retinoic acid receptor 
role in X. laevis development, 4738 
Retinoic acid receptor a 
effect of fusion with PLZF protein on RA 
signaling, 4859 
effect of fusion with PML protein on RA 
signaling, 4859 
Retinoic acid receptor B2 
RA-induced chromatin structure alter- 
ations, 6481 
Retinoid 
antiproliferative effects in Kaposi’s sar- 
coma, 4159 
caspase and induction of apoptosis and 
Sp! cleavage, 6348 
induction of RARB2 chromatin structure 
alterations, 6481 
inhibition of trans-RA-resistant cancer cell 
growth, 6598 
Retinoid antagonism 
NF-IL6, 4159 
Retinoid X receptor 
control of gene expression, 3013 
enhancement of retinoid-dependent gene 
expression, 644 
function of heterodimer with VDR, 1923 
heterodimerization with PPAR, 2166 
heterodimerization with RAR, 3013, 2166 
ligand binding, 644 
mediation of inhibition of breast cancer 
cell growth, 6598 
recognition of TR and transcriptional re- 
pression, 6887 
Retinoid X receptor a 
interaction with OR1, 3977 
role in nuclear receptor activation, 3977 
Retinoid X receptor-vitamin D, receptor 
heterodimer 
cell-free transactivation by, 1923 
Retraction 
Chen et al., 6772 
Retroplasmid 
Mauriceville, 4526 
Retrotransposon 
D. melanogaster copia, 482 
Reverse transcriptase 
initiation of cDNA synthesis in N. crassa, 
4526 
Mauriceville retroplasmid, 4526 
use of tRNA templates, 4526 
R-FABP gene 
regulation in developing chick retina, 
5935 
Rfc5 protein 
regulation of Rad53 protein kinase, 5905 
RFX protein 
role in nucleoprotein complex assembly, 
4589 
R/G band 
replication domain organization across 
boundary, 6157 
Rhabdomere 
role of bifocal in structural integrity, 5521 
Rheb protein 
integration of growth factor and PKA sig- 
nals, 921 
interaction with Raf-1, 921 
Rho protein 
association with PRK2, 2247 
Rho-type GTPase 
activation, 1346 
roles in neuronal growth cone remodeling, 
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Ribonucleotide reductase 
small-subunit gene RNR4, 6105 
small-subunit protein Rnr4p, 6114 
Ribosomal DNA 
T. thermophila minichromosome, 4517 
Ribosomal protein L32 
roles in splicing and rRNA processing, 
1959 
Ribosomal subunit 
Fall role in biogenesis in S. cerevisiae, 
7283 
Ribosome 
association with cytoplasmic p53 protein, 
3146 
biogenesis and Nop56 and Nop58 pro- 
teins, 7088 
role of Dbp3p in biogenesis, 1354 
role of 60S-associated protein Nip7 in 
biogenesis, 5001 
role of S. cerevisiae Rrp7 in assembly, 
5023 
Ribosome stalling 
role in translational attenuation in N. 
crassa, 4904 
Ribotoxic stress response 
activation by peptidyl transferase reaction 
inhibitors, 3373 
activation by RNA damage, 3373 
Rim11 protein 
GSK3 homolog interaction with Ume6p, 
7230 
Rim15 protein 
stimulation of meiotic gene expression, 
2688 
rim101/pacC gene 
pH regulation of expression, 3966 
Y. lipolytica, 3966 
RINGI protein 
action as transcriptional repressor, 4105 
association with Polycomb group protein 
complex, 4105 
Rim1 protein 
regulation by Mpk1 pathway, 2615 
target for Mpklp MAPK pathway, 1848 
RNA 
recognition by CstF, 3907 
Rnal5 protein 
interaction with Pab1, 3694 
RNA binding protein 
ELAV family member ElrA, 6402 
Nova-! protein recognition of RNA tar- 
gets, 3194 
RNA damage 
activation of JNK1, 3373 
RNA editing 
GluR B subunit RNAs, 2413 
RNA export 
role of Nup145p, 906 
RNA hairpin loop 
binding to B52, 2649 
RNA helicase 
PRH75 DEAD-box protein, 2257 
RNA nuclear export 
signal in MPMV, 135 
RNA polymerase I 
transcription factor RRN3 interaction 
with Cbf5, 6175 
transcription repression by pRb, 4230 
RNA polymerase II 
initiator-binding proteins, 2973 
largest subunit, 1434 
mitotic repression of transcription, 5781 


part of novel complex in S. cerevisiae, 
1160 
phosphorylation, 1434 
positioning, 2973 
recruitment of CSB/ERCC6 to elongation 
complexes, 6803 
recruitment to c-myc promoter, 4363 
role in resistance to oncogene-induced 
apoptosis, 7306 
TBP-associated factors, 2973 
transcriptionally engaged, 4363 
RNA polymerase II holoenzyme 
association with CA150, 6029 
interaction with Tat, 1817 
RNA polymerase II promoter 
Med6 mediation of transcriptional activa- 
tion, 4622 
RNA polymerase III 
induction by HBV X protein via Ras sig- 
naling, 6838 
recruitment to the promoter, 5299 
TFIIB-DNA complexes, 5299 
transcription factor activity of human La 
protein, 5823 
RNA stability 
mediation in vitro by poly(A) tail, 398 
RNP 
D. melanogaster heterogeneous nuclear, 
7260 
RNR4 gene 
encoding of S. cerevisiae RNR small sub- 
unit, 6105 
gene 
characterizatica, 3398 
Rok! protein 
requirement for rRNA processing, 3398 
RORa protein 
regulation of N-myc, 1860 
Rpd3 protein 
complex with Sin3 protein, 4852 
RPL32 transcript 
splicing, 1959 
rpoB gene 
maize editing site in tobacco chloroplasts, 
6948 
protein 
S. pombe RecQ homolog role in UV dam- 
age tolerance, 6868 
RRB1 and RRB2 genes 
product-cyclin and -geminivirus protein 
interactions, 5077 
RRN3 gene 
interaction with Cbf5p, 6175 
tRNA 
Fall role in 18S maturation in S. cerevi- 
siae, 7283 
synthesis, 1787 
rRNA biosynthesis 
role of Cbf5p, 6175 
rRNA gene 
repeat organizer, 2866 
role of cis-acting sequences in replication, 
7237 
rRNA processing 
effect of L32 protein on, 1959 
yeast snoRNA, 4124 
Rrp7 protein 
role in pre-rRNA processing and ribo- 
some assembly, 5023 
RSVigmyc transgene 
mouse, 5269 
RTFI gene 
role in TATA site selection by TBP, 4490 
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S. cerevisiae, 4490 
Rtg3 protein 

bHLH-Zip protein, 1110 

role in C/T2 expression, 1110 
Rts! protein 

molecular genetic analysis, 3242 
Runt domain protein 

role of Groucho in repression activities, 

5581 

RVR protein 

regulation of N-myc, 1860 


S1 nuclease 
detection of clustered DNA damage, 5437 
S6 protein 
insulin-induced phosphorylation, 5426 
S phase 
Ras-mediated entry in NIH 3T3 cells, 
5348 
role of E2F nuclear localization, 5508 
Saccharomyces cerevisiae 
60S ribosome subunit, 378 
Al4 and A34.5 proteins, 1787 
activation of mitotic checkpoints, 3315 
ADA gene transcription, 3272 
ADA/GCNS complex, 3220, 6212 
adenylyl cyclase, 1057 
adenylyl cyclase-associated protein, 1057 
ADH? and ADR! genes, 1450 
a2 protein, 751 
ARS genes, 5473 
protein, 3272 
Bas2 protein (Pho2p), 3272 
basic helix-loop-helix-leucine zipper com- 
plex, 1110 
B-oxidation enzyme induction, 69 
Bur3 and Bur6 proteins, 2057 
cAMP-dependent protein kinase, 1450 
Cat8 protein, 2502 
Cbf5p role in rRNA biosynthesis and 
RRN3 interaction, 6175 
Cbp!1 interaction with COB mRNA, 6203 
CBP1 mRNA, 4199 
cdc1(Ts) growth defect and Ca** uptake, 
6339 
Cdc5 protein functional homology with 
Plk protein, 3408 
Cde28 protein, 2723 
Cdc42p-activated kinase Cla4p, 5067 
CDC45 gene, 553 
Cdc47p-MCM complexes and Cdc45p, 
5867 
Cdc55 protein, 620 
Cdc73 protein, 1160 
cell cycle arrest, 2723 
cell viability, 145 
chitin synthesis, 2485 
chromatin assembly, 3520 
chromatin templates, 2825 
CHSS gene, 2485 
cleavage and polyadenylation factor I, 
1102 
COB mRNA, 4199 
coordination of mating and Mpk1 activa- 
tion, 6517 
cortical actin cytoskeleton, 4294 
CTG/CAG repeat stability, 2090 
Dbp3 protein, 1354 
DBP4 gene, 4124 
DITI and DIT2 genes, 123 
Dna2 protein, 2136 
DNA bending, 1881 
DNA damage, 2723 
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DNA in transcriptionally silent chromatin, 


7077 
DNA polymerase proofreading, 2859 
DNA replication, 553, 2136 
donor locus selection, 751 
DSB formation at MAT locus, 770 
elF2 and EIF2B proteins, 1298 
eIF3 39-kDa subunit, 145 
eIF4E-elF4G repression of uncapped- 
mRNA translation, 6876 
elimination of defective a-factor phero- 
mone receptors, 6236 
elongation fork pausing, 3261 
endocytosis, 4294 
ER ligand binding domain, 4644 
essential Swi/Snf-related complex, 1768 
exonuclease I, 2764 
exoribonucleases Ratlp and Xrnip, 6122 
Fallp role in 18S rRNA maturation, 7283 
family of ammonium transporters, 4282 
FEN-1 nuclease, 2136 
FKBP12 interaction with aspartokinase, 
5968 
frameshift intermediates, 2844 
G, cyclin Cln2, 4654 
Gal3, Gal4, and Gal80 proteins, 2566 
Gal4 protein, 2538 
Gal83 protein, 2099 
GCN1, GCN2, GCN4, and GCN20, 4474 
Gen5 protein, 519 
gene replacement, 278 
gluconeogenic enzyme genes, 2502 
Gpal protein, 2897 
Hap5p homolog from S. pombe, 7008 
Hirl and Hir2 proteins, 545 
histone genes, 545 
HO endonuclease, 2825 
HO promoter, 2669 
HOGI MAPK pathway, 1289 
homonucleotide runs, 2859 
homopolymer tracts, 2844 
HOPI] gene site, 3536 
HSP42 gene, 4033 
induction of respiration, 4199 
kinetochore/spindle checkpoint, 620 
L32 ribosomal protein, 1959 
LYS2 gene, 2844, 2859 
mating, 2485 
mating type interconversion, 751 
Mcm1 protein, 819, 1881 
Mcm10 protein, 3261 
Mer! protein intramitochondrial sorting, 
4024 
MECI gene-independent checkpoint re- 
constitution, 3037 
Med6 protein, 4622 
meiotic gene expression, 1152, 2688 
Mep2 and Mep3 proteins, 4282 
Met31 and Met32 proteins, 3640 
MGA2 gene, 4718 
microsatellites, 2851 
mismatch repair genes, 2851, 2859 
mismatch repair proteins, 2844 
mitochondrial RNAs, 2816 
mitochondrion-to-nucleus signaling path- 
way, 1110 
mitotic spindle disassembly, 2723 
Mih} and Pms! protein functional do- 
mains, 4465 
protein, 2615 
Mot! protein, 287, 2057, 4842 
protein, 2615 
Mpkip MAPK pathway, 1848 


Mpp10p role in pre-18S rRNA processing, 
5803 

Mpts protein-Sst2 protein interaction, 
3429 

mRNA export, 906 

MSH2, MSH3, and MSH6 genes, 2851 

Msh2 and Msh6 proteins, 2436 

NER, 635 

Nic96 similarity to S. pombe Npp106, 7047 

Nip7p role in 60S ribosome subunit bio- 
genesis, 5001 

Nmd2 protein, 1580 

nonsense-mediated mRNA decay, 1580 

Nop2 protein, 378 

Nop56 and Nop58 interaction with Nop1, 
7088 

novel RNA Pol II-containing complex, 
1160 

nuclear structure, 906 

Nup145 protein, 906 

Oaf proteins, 69 

ORC-origin architecture, 7159 

Pab1I-Rnal5 interaction, 3694 

Pafl protein, 1160 

Panl protein, 4294 

PCFI11 gene, 1102 

Pcl proteins, 1212 

PCNA polymerase binding domains, 6367 

peroxisome proliferation, 69 

Pet127 protein, 2816 

pheromone response, 3429 

pheromone response pathway, 2897 

Pho2 protein, 2669 

Pho85 protein, 1212 

Poll interaction with Cdc68/Spt16 and 
Pob3, 4178 

pre-rRNA processing, 378, 1354 

protein phosphatase 2A, 3242 

Prp31 protein, 3580 

Ptp2 and Ptp3 proteins, 1289 

Rad6 and Rad18 domains of interaction, 
4526 

RAD7, RAD16, and RAD23 genes, 635 

Rad51 protein strand exchange activity, 
5359 

Ran/Gsp1p, 3755 

Ran-GTPase cycle, 2235 

Ras proteins, 1057 

recombination, 2764 

removal of nonhomologous DNA ends 
during DSB repair, 6765 

replication origin cis-acting elements, 5473 

replication-stimulated homeologous re- 
combination, 1027 

Rfc5 regulation of Rad53, 5905 

ribonucleotide reductase small-subunit 
gene RNR4, 6105 

ribonucleotide reductase small-subunit 
protein Rnr4p, 6114 

Rim15 protein, 2688 

Rim1 protein, 1848, 2615 

Rnal protein, 2235 

role of hexose transporters in MDR, 5453 

role of histones H3 and H4 in al-al re- 
pression, 6555 

role of Rad6 (Ubc2) in silencing, 6693 

RPL32 gene, 1959 

rRNA processing, 1959 

rRNA synthesis, 1787 

Rrp7 role in pre-rRNA processing and 
ribosome assembly, 5023 

RTFI1 gene, 4490 

Rtg3 protein, 1110 
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Rts1 protein, 3242 

Sin3-Rpd3 protein complex, 4852 

Sip] and Sip2 proteins, 2099 

Sir4p anchoring and partitioning of plas- 
mids, 7061 

small heat shock protein, 4033 

Snfl and Snf4 proteins, 2099 

spermidine transport, 2994 

spliceosome formation, 3580 

SPR3 gene, 1152 

Spt3 protein, 287 

SPT23 gene, 4718 

SQTI gene suppression of QSR/ muta- 
tions, 5146 

Ssn6 protein, 123 

SSP/ role in sporulation, 7029 

Stel2p pheromone induction domain, 
6410 

Sth1 protein, 1768 

Stil protein, 318 

STK2 gene, 2994 

sulfur amino acid metabolism, 3640 

Sup35 and Sup45 proteins, 2798 

Swh3 protein, 1768 

Swi5 protein, 2669 

SWI-SNF complex, 4811 

TAF130 gene, 3081 

TATA-binding protein, 1336, 2888 

TBP interaction domain in TAF,,130, 
3081 

TBP protein, 287 

Tecl protein, 4330 

TFIIA protein, 287 

TFIIB mutants, 6784, 6794 

TFIIB protein, 1336 

TFIUC,,, mutant recruitment of TFIIIB,,, 
7119 

TFIIE, 5288 

TFIIB B” subunit, 1868 

TIF34 gene, 145 

topoisomerase I, 1787 

translation termination, 2798 

trinucleotide repeat instability, 3382 

Tup! protein, 123 

Tyl SRE binding proteins, 4330 

Tyl transcription, 4718 

U14 snoRNA rRNA-processing function, 
4124 

UME6 regulation of PHR1, 6223 

Ume6p-Rim1 Ip interaction, 7230 

Upfi and Upf3 proteins, 1580 

Vac7p role in vacuole inheritance and 
morphology, 6847 

Vpr protein, 4033 

Wtm proteins, 4830 

Xbp1 stress-induced transcriptional re- 
pressor, 6491 

Yap family of bZIP proteins, 6982 

Yrb2 protein, 2235 

YVDAC2 gene POR2, 5727 

YZ-biriding protein, 770 

Zap! metalloregulatory protein, 5044 


Sam68 protein 


role of KH domain in self-association, 
5707 


a-Sarcin/ricin 


28S rRNA damage, 3373 


SATBI protein 


participation in negative regulation, 5275 


Schizosaccharomyces pombe 


Atfl transcription factor, 3356 
Byr2 protein kinase, 5876 
cell death induced by human Bak, 2468 
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centromere activation, 3305 
centromere enhancer, 3305 
dbrI gene, 809 
growth defect associated with defective 
intron lariat degradation, 809 
Holliday junction-resolving endonuclease 
YDC2, 6465 
intron lariat degradation defect, 809 
mamé4 gene, 1543 
MkhI protein, 3508 
Nim1 protein, 10 
Npp106 interaction with Rael in mRNA 
export, 7047 
onset of anaphase, 3388 
osmotic and temperature stress response, 
3508 
p73”? role in meiosis, 6246 
rad11* gene, 2381 
rad26 gene, 3103 
recovery from DNA damage, 742 
RecQ homolog Rqh1, 6868 
rpal* gene, 2381 
RPA large subunit, 2381 
S. cerevisiae Hap5p homolog PhpSp, 7008 
SIp1 protein, 742 
Spel kinase, 3356 
switch from mitotic division to sexual de- 
velopment, 10 
UbcP4 protein, 3388 
UV response, 3356 
Weel protein, 10 
Schwann cells 
hyperproliferation, 862 
Nfl deficient, 862 
SCIP/Oct-6/Tst-1 protein 
repression of GnRH promoter activity, 1652 
Scm protein 
interactions with ph protein, 6683 
scs and scs’ insulator elements 
activity, 182 
scs’ boundary element 
interactions with proteins, 999 
Sea urchin 
cleavage-stage histones, 1189 
SEC13 protein 
localization, 256 
mammalian homolog of yeast Secl3p, 256 
role in protein transport, 256 
Secretory interleukin-1 receptor antagonist 
gene 
regulation by LPS and Raf-1, 1118 
Selenocysteine insertion sequence element 
binding to an RNA-binding protein, 1977 
Self-association 
Sam68, GLD-1, and Qk1, 5707 
Septation 
induction by Plk protein, 3408 
serendipity 5 protein 
dimerization, 3137 
zine fingers, 3137 
Serine phosphorylation 
Statl requirement for Jak2 kinase, 6618 
STAT3 modulation of tyrosine phosphory- 
lation, 6508 
Serine-threonine phosphatase 
FIN13 inhibition of cell cycle progression, 
5485 
Serum response element 
c-fos and Phoxl homeodomain functional 
specificity, 6653 
fos promoter, 5667 


Serum response factor 
complex formation with Net-b on fos pro- 
moter SRE, 5667 
DNA binding and bending, 2876 
interaction with ATF6, 4957 
role in dystrophin transcription, 1731 
role in SM22a gene regulation, 2266 
Sex comb on midleg protein 
interactions with ph protein, 6683 
Sex-lethal gene 
early splicing pattern, 1674 
Sexual development 
S. pombe, 10 
Sexual reproduction 
A. nidulans, 6191 
Sf21 cells 
apoptosis, 667 
Sfhi protein 
requirement in cell cycle progression, 
3323 
SGFB protein 
differential DNA binding, 1572 
SH2 domain 
activation of STATs, 3295 
SH2-Bf protein 
JAK2 substrate involved in growth hor- 
mone signaling, 6633 
SH2-N domain 
mutant repression of hematopoietic cell 
development, 5499 
SH3 domain 
activation of STATS, 3295 
She protein 
association with Grb2 and SOS in B cells, 
4087 
association with ITIM phosphopeptide, 
4305 
Grb2 binding sites, 4087 
phosphotyrosine-binding domain, 5540 
role in signaling distinct from Ras/MAPK 
activation, 1824 
SHP protein 
receptor interaction and repression do- 
mains, 7126 
Shp-2 protein 
mutant repression of hematopoietic cell 
development, 5499 
Signal transducer and transcription factor 
APRF/Stat3 activation and dimerization, 
4677 
Signal transduction 
antiapoptotic, 1595 
hepatocyte, 3556 
inhibition by SIP/SHIP, 2559 
mitogenic, 1824 
Signal transduction pathway 
mitochondria to nucleus, 1110 
Silencing 
interference by DNA-dependent ATPase 
family member, 5461 
MGMT gene, 5612 
Silk gland 
selective gene expression in, 1572 
Silkworm 
selective gene expression in silk glands, 
1572 
SGFB protein, 1572 
Sim-2 gene 
inhibition of transcription, 4933 
Simian virus 40 
DNA replication, 2624 
minichromosomes, 2624 
origin denaturation by hRPA, 3876 
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TAg J-domain function, 4761 
TAg J-domain mediation of p130 and 
p107 inactivation, 4979 
Sin protein 
H3 mutation influence on nucleosome 
core structure, 6953 
Sin3 protein 
complex with Rpd3 protein, 4852 
Single-KH-domain family 
self-association of Sam68, GLD-1, and 
Qk1, 5707 
protein 
interactions with Snflp and Snf4p, 2099 
Sip2 protein 
interactions with Snflp, Snf4p, and NPKS, 
2099 
SIP/SHIP protein 
inhibition of Xenopus oocyte maturation, 
2559 
Sir4 protein 
anchoring and partitioning of plasmids, 
7061 
interference by a member of the SWI/ 
SNF family, 5461 
SIp1 protein 
homology to Cdc20p, p55“, and Fizzy, 
742 
role in recovery from DNA damage, 742 
SM22a gene 
regulation by SRF, 2266 
Smad3 and Smad4 proteins 
interactions between, 2521 
Smad4 protein 
induction by TGF-B, 7019 
Small cytoplasmic Alu RNA 
expression, 1144 
Small GTPase Ran/Gsp1Ip 
interaction with Ntf2p in nuclear trans- 
port in S. cerevisiae, 3755 
Small heat shock protein 
cytoskeleton stabilization in S. cerevisiae, 
4033 
suppression of Vpr-induced cytoskeleton 
defects, 4033 
Small nuclear RNA 
pre-U2 3’ processing, 7178 
U1-3’ splice site spacing across an exon, 
7099 
Small nucleolar ribonucleoprotein 
U3 component Mpp10p role in pre-18S 
rRNA processing, 5803 
Small nucleolar RNA 
yeast U14, 4124 
Smooth muscle cell 
SM22«a regulation, 2266 
Snf1 protein 
complex with Snf4p and Sip|p/Sip2p/ 
Gal83p family, 2099 
interactions with Siplp, Sip2p, and 
Gal83p, 2099 
SNF28-BRGI protein 
role in F9 murine embryonal carcinoma 
cell viability, 5976 
SNF2/SWI2 protein family 
MOTI protein, 4842 
Snf4 protein 
interactions with Siplp, Sip2p, and 
Gal83p, 2099 
Snf5 protein 
Sfhlp homolog, 3323 
Sodium channel 
induction by mutant PDGFR, 89 
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SOS protein 
complexes with Grb2 and Shc in B cells, 
4087 
Sosl and Sos2 proteins 
regulation in mice, 7132 
SOS recruitment system 
isolation of JDP1 and JDP2, 3094 
Sox2 protein 
synergy with Oct-3 in FGF-4 activation, 
6321 
Sox9 protein 
activation of Col2a/ chondrocyte-specific 
enhancer, 2336 
Sp! binding site 
role in regulation of IL-2R8 promoter, 
3714 
Spl protein 
blockage of interactions by O glycosyla- 
tion, 6472 
Btd domain role in transcriptional synergy 
with SREBP, 5193 
cooperation with AP-2, 3056 
interaction with VHL to repress VEGF 
promoter activity, 5629 
O glycosylation, 2550 
proteasome susceptibility, 2550 
regulation of K3 keratin gene transcrip- 
tion, 3056 
role of caspase in retinoid-induced cleav- 
age, 6348 
synergy with C/EBPB but not C/EBPa, 
2038 
Spcl kinase 
role in UV response, 3356 
Spermatocyte 
DNA ligase III, 989 
Spermatogenesis 
role of TSR, 2708 
Spermidine transport 
requirement for STK2 gene, 2994 
S-phase progression 
inhibition by WAF1, 4877 
Spinach 
PRH75 protein, 2257 
Splice site 
G triplet regulation of selection, 4562 
Spliceosomal complex A 
recognition of branch site and polypyrimi- 
dine tract, 2944 
Spliceosome 
role of Prp31 in formation in S. cerevisiae, 
3580 
Splicing 
alternative, 989 
hnRNP pre-mRNA site selection, 1776 
mile gene intron, 2774 
new class of exonic enhancers, 2143 
RPL32 transcript, 1959 
Sxl gene, 1674 
Spore 
SSP/ role in formation in S. cerevisiae, 
7029 
Sporulation 
SSPI role in S. cerevisiae, 7029 
SPR3 gene 
regulation during meiosis, 1152 
Spt3 protein 


interactions with Motlp, TFIIA, and TBP, 


287 
SPT23 gene 
homology with MGA23 gene, 4718 
regulation of cerevisiae Ty1 transcrip- 
tion, 4718 


SQTI/ gene 
suppression of dominant-negative OSR/ 
mutations, 5146 
c-sre gene 
pre-mRNA complex intronic splicing en- 
hancer, 6537 
PTB repression of exon N1 splicing, 4667 
v-sre gene 
abrogation of IL-3 dependence, 3295 
activation of STATs, 3295 
SH2 and SH3 domains, 3295 
Src kinase 
association with Cas, 3884 
src oncogene 
IGF-IR signaling in transformation, 3744 
transformation of R™ cells, 3744 
Sre protein 
coexpression with FAK, 6906 
coupled signaling to Ras, 6427 
family kinase activation by HBV HBx, 
6427 
role in FGF differentiation of neuronal 
cells, 4633 
role in Gas6-Axl mitogenic and survival 
activities, 4442 
c-Sre protein 
complex with FAK and signaling from 
complex, 1702 
Srp20 gene 
cell cycle-regulated expression, 3116 
RNA processing of transcripts, 3116 
SRP9/14 protein 
binding to Alu RNA, 1144 
Srs2 protein 
role in DSB repair in S. cerevisiae, 6765 
Ssn6 protein 
role in repression of DIT genes, 123 
SSP1 gene 
role in meiotic divisions and spore forma- 
tion, 7029 
Sst2 protein 
interaction with Mpt5 protein, 3429 
role in pheromone response, 3429 
Statl protein 
Ser and Tyr phosphorylation and Jak2 
kinase, 6618 
STAT2 protein 
preassociation with IFN-a receptor, 2048 
signaling, 2048 
subdomains, 2048 
Stat3 protein 
activation and dimerization, 4677 
phosphorylation regulation, 6508 
Stat3a protein 
differences from Stat3B, 5307 
Stat3B protein 
differences from Stat3a, 5307 
Stat5 protein 
activation of WAF1/Cip1, 2933 
functional interaction with glucocorticoid 
receptor, 6708 
Stat5 and Stat6 
comparison of transactivation domains, 
3663 
lymphoid cell and mammary epithelial 
cell, 3663 
STAT signaling pathway 
induction of caspase | expression and ap- 
optosis, 5328 
Ste12 protein 
pheromone induction domain, 6410 
Steroid receptor coactivator 1 
binding to estrogen receptor, 1832 


MoL. CELL. BIOL. 


Steroidogenic factor | 
direction of steroidogenic cell fate, 3997 
embryonic stem cell, 3997 
inhibition of function by DAX-1, 1476 
Sterol regulatory element binding protein 
transcriptional synergy with Sp1, 5193 
STF-1 gene 
hormonal regulation, 2598 
islet-specific enhancer, 2598 
Sth! protein 
interaction with Swh3p, 1768 
Stil protein 
Hsp90 cochaperone, 318 
STK2 gene 
polyamine transport regulation, 2994 
spermidine transport, 2994 
Strand exchange 
S. cerevisiae Rad51, 5359 
Stress-activated protein kinase 
induction by alkylating agents, 4792 
Stress-activated protein kinase cascade 
regulation by adrenergic agonists, 3556 
stunted gene 
role in A. nidulans sexual and asexual re- 
production, 6191 
Stylonychia mytilus 
internal eliminated segment variability, 
326 
su(Hw) binding site 
protection of DNA replication origin from 
position effects, 2202 
Sup35 and Sup45 proteins 
interaction between, 2798 
Suppressor of Hairless protein 
synergy with Notch in E(spl) my and m6 
regulation, 5620 
Suppressor of sable protein 
association with polytene chromosome 
bands, 2291 
RNA binding, 2291 
Swh3 protein 
interaction with Sthlp, 1768 
Swi4/Mbp! protein family 
Xbp! stress-induced transcriptional re- 
pressor, 6491 
Swi5 protein 
binding to HO promoter, 2669 
SWI-SNF complex 
facilitation of GAL4 binding in vivo, 4811 
nucleosome disruption by, 895 
SWI/SNF protein family 
interference with SIR4, 5461 
Syk protein 
regulation of TCR signaling, 4434 
Syndecan-1 gene 
activation of enhancer, 3210 
fibroblast growth factor and, 3210 
Synergism 
effect of Tax, GATA-4, and AP-1 on IL-5 
expression, 4272 
Syntaxin 4 
receptor for GLUT4 translocation, 2425 


T antigen 
J-domain function in SV40, 4761 
T cell 
activation blockade by dithiocarbamates, 
6437 
aB development and E2A deficiency, 4782 
development, 2151 
IFN-y promoter activity, 199 
lymphomas and E2A deficiency, 4782 
NFAT proteins in, 2475 
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tumors in E2A-null and E2A/Id1 knock- 
out mice, 7317 
T helper cell 
NFAT activity in Th! and Th2 cells, 1522 
TAF130 gene 
structure-function analysis, 3081 
TAF, 130 protein 
TBP interaction domain, 3081 
TAL-1/SCL gene 
ectopic expression, 2954 
Targeted gene replacement 
influence of DNA sequence identity on 
efficiency of, 278 
Tat protein 
function at steps after TBP recruitment, 
6898 
interaction with RNA Pol II holoenzyme, 
1817 
role of CA150 in activation of HIV-1 
transcription, 6029 
TATA box 
effect of deletion on hsp70 promoter ar- 
chitecture, 3799 
role in transcription reinitiation rate, 3809 
TATA-binding protein 
disruption by E1A of binding to TATA 
box, 2186 
dissociation from DNA by MOTI, 4842 
induction by HBV X protein via Ras sig- 
naling, 6838 
interaction domain in yeast TAF,,130, 
3081 
interaction with TFIIB, 1336 
interactions with Spt3p, 287 
mutant that enhances expression of weak 
promoters, 2888 
role of recruitment in Tat function, 6898 
role of RTF/ in TATA site selection, 4490 
S. cerevisiae complexes with TFIIB and 
DNA, 6784, 6794 
TATA-binding-protein-associated factor 
positioning of RNA polymerase II, 2973 
T4/tc/AF-2 
relief of RAR silencer core silencing, 
4259 
Tax protein 
HTLV-1, 4272 
recruitment of CBP to HTLV-1 promoter, 
5156 
synergism with GATA-binding protein 
and AP-1, 4272 
Tax, protein 
interactions with NF-Y, 1236 
Taxol (paclitaxel) 
response of IL-8 promoter regulatory ele- 
ments, 5097 
and TBC3 loci 
control of psbC mRNA translation, 3440 
T-cell receptor 
B-chain core promoter, 4220 
Syk regulation of signaling, 4434 
tissue-specific structure, 4220 
T-cell receptor a/8 locus 
effect of targeted mutation on T-cell de- 
velopment, 2151 
T-cell receptor 5 locus 
V(D)J recombination at, 2631 
Tecl protein 
S. cerevisiae, 4330 
Telomerase 
mutant RNA mutation of human telo- 
meres, 6394 
photo-cross-linking to anchor site, 296 


Telomere 
elongation in A. gambiae by recombina- 
tion, 5176 
mutation by mutant telomerase RNA in 
human cells, 6394 
Tenascin-C 
regulation of expression by c-Jun protein, 
3202 
Terminal inverted repeat 
binding to MURA transposase, 5165 
Ternary complex factors 
roles of p38 and JNK in activation, 2360 
Tetrahymena thermophila 
histone H3 variant hv2, 6303 
rDNA minichromosome, 4517 
replication fork barriers and gene amplifi- 
cation, 6147 
replication fork pausing, 4517 
role of cis-acting sequences in rDNA rep- 
lication, 7237 
Tetratricopeptide repeat 
TFIIC,,;, mutant recruitment of TFIIIB), 
7119 
Theileria parva 
concerted evolution at multicopy locus, 
1666 
Tpr locus, 1666 
Thrombopoietin 
induction of cell differentiation, 2933 
induction of megakaryocytic differentia- 
tion, 4991 
Thyroglobulin 
cAMP-dependent expression, 6717 
Thyroid cell 
cAMP-dependent DNA synthesis and Tg 
expression, 6717 
Thyroid hormone 
role in X. laevis development, 4738 
transcription repression by, 2642 
Thyroid hormone receptor 
activation and interference with AP-1 ac- 
tivity, 4687 
interaction with MEF2, 2745 
recognition by RXR and transcriptional 
repression, 6887 
role in a-MHC gene activation, 2745 
role of p53 in activation of expression, 
7195 
role in X. laevis development, 4738 
74/7c/AF-2 relief of RAR silencer core 
silencing, 4259 
Thyrotropin 
role of PKA in cAMP-stimulated synthe- 
sis, 6717 
TIF34 gene 
eIF3 39-kDa subunit, 145 
Tissue transglutaminase 
role in pRB modification in apoptotic 
promonocytes, 6040 
Tissue-specific transcription 
B cells and macrophages, 3527 
Tissue-type plasminogen activator mRNA 
regulatory elements in mouse oocytes, 
1759 
Tobacco 
chloroplast recognition of maize rpoB ed- 
iting site, 6948 
NPKS protein, 2099 
Tom22 protein 
role of IMS domain as preprotein trans 
binding site, 6574 
Tom70 protein 
P. anserina, 6359 
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Tomato 
farnesyltransferase « and 6 subunits, 1986 
Topoisomerase 
function in chromatin assembly, 3520 
Topoisomerase I 
relationship between accessibility and 
DNA replication, 2624 
role in rRNA synthesis, 1787 
Topoisomerase II 
relationship between accessibility and 
DNA replication, 2624 
role of inhibition in apoptosis, 1049 
Topoisomerase Ila gene 
inhibition by p53, 389 
Tpr locus 
concerted evolution at, 1666 
TRAF1 and TRAF2 proteins 
mediation of CD30 induction of NF-«B, 
1535 
trans binding 
role of mitochondrial Tom22 IMS do- 
main, 6574 
Transactivation 
AML/PEB2aB interference, 4133 
dissociation from transrepression, 4687 
homeodomain protein PDX-1, 3987 
Transactivation domain 
CYPIAI gene promoter occupancy, 3497 
interaction in E2 with AMF-1, 7407 
Transcription activator TFE3 
activation of B cells, 3335 
targeted mutation, 3335 
Transcription elongation complex 
release in mitotic repression of RNAP II 
transcription, 5781 
Transcription enhancer factor 1 
interaction with bHLH protein Max, 3924 
regulation of cardiac a-MHC expression, 
3924 
Transcription factor 
C/EBP family, 5758 
CREB control of LAP/C/EBP® transcrip- 
tion, 3600 
E2F nuclear localization and S-phase en- 
try, 5508 
liver enriched in variant hepatoma cells, 
6311 
PEAS role in myogenic differentiation, 
5550 
role of NF-«B in breast cancer, 3629 
RRN3 interaction with Cbf5, 6175 
YY1 mechanisms of transcriptional re- 
pression, 3723 
Transcription factor ESE-1 
isolation and characterization, 4419 
Transcription factor IIA 
interactions with Spt3p, 287 
promoter-dependent requirement in 
TFIID recruitment, 6624 
Transcription factor IIB 
interaction with TBP, 1336 
interaction with VP16, 6794 
reversal of E1A disruption of TBP-TATA 
box complex, 2186 
role in transcriptional activation in vivo, 
6794 
S. cerevisiae complexes with TBP and 
DNA, 6784, 6794 
Transcription factor IIC,,, 
mutant recruitment of TFIIIB), 7119 
Transcription factor IID 
effect of ts13 mutation on cyclin D1 tran- 
scription, 3284 
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promoter-dependent requirement in 
TFIIA recruitment, 6624 
TAF, ,250 subunit, 3284 
Transcription factor IIE 
genetic analysis, 5288 
Transcription factor ITH 
CDK,-cycH-p36 complex phosphorylation 
of p53, 5923 
Transcription factor IIIB 
B” subunit, 1868 
Brf function in assembly of complexes 
with DNA, 5299 
Transcription factor 
recruitment by mutant TFIIC,,,, 7119 
Transcription factor UBF 
interaction with pRb, 4230 
Transcription family E2F 
specific regulation by cyclin-dependent 
kinases, 3867 
Transcription reinitiation 
role of TATA box in rate, 3809 
Transcriptional activation 
Dorsal-Twist synergy, 3345 
IL-12 p40 promoter, 4572 
mediation by SREBP and Sp1, 5193 
Transcriptional activator 
GAL4 binding to nucleosomal sites in 
vivo, 4811 
serendipity 5 dimerization, 3137 
Transcriptional enhancement 
glucocorticoid receptor, 3947 
Transcriptional regulation 
Wtm protein, 4830 
Transcriptional repression 
HMG-14 alleviation, 5843 
RINGI1, 4105 
RNA polymerase I, 4230 
YY1, 3723 
Transcriptional repressor 
Drosophila extra sex combs gene product 
murine homolog, 4707 
Transcriptional synergy 
occurrence between LIM-homeodomain 
and bHLH proteins, 3488 
Transcriptional upregulation 
CD28 mediation, 4051 
IL-2 promoter, 4051 
Transformation 
Fos, 537 
FosB C-terminal domain phosphorylation, 
2372 
mediation by EZ2A-HLF homodimers, 
1417 
role of Racl, 1324 
synergy between Mos/MAPK pathway and 
loss of p53 function, 506 
transformer-2 gene 
evolutionary conservation of regulation, 
2908 
Transforming growth factor B 
increase of p15’***8-cdk4 complexes, 2458 
induction of tumor suppressor Smad4, 
7019 
inhibition of cyclin D1-cdk4 association, 
2458 
stabilization of p15’““”* protein, 2458 
Transgene 
H19 imprinting, 309 
suppression of variegation by enhancers, 
1607 
Transgenic mouse 


deletion-type HPFH, 2076 


effects of human cyclin E expression in 
mammary glands, 453 
effects of p53 deficiency, 723 
human y-globin expression, 2076 
mammary tumorigenesis, 3155 
MMTV-ras, 723 
Pdha-2 gene, 612 
Translation 
competitive, 2005 
determinant in alfalfa mosaic virus coat 
protein mRNA, 2005 
mediation by eIF2B, 1298 
prion-dependent regulation of termina- 
tion, 2798 
repression by MEF2A 3’ UTR, 2756 
role of La dimerization domain in en- 
hancement of, 163 
Translational attenuation 
role of ribosome stalling in N. crassa, 
4904 
Translational control 
B-F1-ATPase, 5255 
Translocase 
outer mitochondrial membrane, 6574 
Translocation 
p53-mutated lymphoblastoid cells, 4774 
Transmembrane glycoprotein 
gp150 interaction with DPTP10D in Dro- 
sophila cells, 6859 
Transposable element 
MURA transposase, 5165 
Transrepression 
dissociation from transactivation, 4687 
role of ARF-1/COUP-TFII functional do- 
mains, 4914 
Trinucleotide 
CAG and CTG repeat instabililty, 3382 
repeat stability in S. cerevisiae, 2090 
tRNA genes 
DNA repair in, 219 
tRNA“ 
mitochondrial steady-state level and 
mtDNA mutation, 6831 
Trout 
ER gene regulation by COUP-TF and 
ARP-1, 5053 
Trypanosoma brucei 
DEAD-box protein, 4895 
insect form expression, 4363 
procyclin regulation, 4363 
RNP endonucleolytic cleavage of pre- 
edited mRNA, 5377 
VSG switching in expression sites, 833 
Tsr gene 
role in spermatogenesis, 2708 
Tumor necrosis factor alpha 
glucocorticoid inhibition of translation, 
6274 
induction of angiogenesis, 4015 
regulation of cytosolic protein binding to 
eNOS mRNA, 5719 
regulation of MnSOD gene, 6970 
role of JNK/SAPK in LPS-stimulated 
translation, 6274 
synergy with IFN-y in NF-«® activation, 
6746 
Tumor promotion 
downregulation of protein kinase C8, 
3418 
Tumor suppression 
a-catenin, 4501 
role of retinoblastoma protein N termi- 
nus, 7342 


Tumor suppressor 
TGF-B-inducible DNA binding protein 
Smad4, 7019 
Tup! protein 
role of WD repeats in interaction with «2, 
6023 
role in repression of DIT genes, 123 
Twist protein 
inhibition of bHLH activity, 6563 
synergy with Dorsal rel homology domain, 
3345 
transcription, 3345 
Tyl sterile responsive element 
binding proteins in S. cerevisiae, 4330 
Tyl transcription 
role of SPT23 and MGA23 genes in S. 
cerevisiae, 4718 
Type I element 
mediation of replication fork pausing, 
4517 
Type II secreted phospholipase A, promoter 
C/EBP factor suppression of inhibition, 
4238 
negative regulation of transcription, 4238 
Tyrosine autophosphorylation site 
modulation of Neu-mediated transforma- 
tion, 5410 
Tyrosine kinase 
JAK2 substrate SH2-BB, 6633 
Sre activation by HBV HBx, 6427 
Tyrosine phosphatase 
DPTPI1OD interaction with gp150 in Dro- 
sophila cells, 6859 
Tyrosine phosphorylation 
modulation by STATS serine phosphory- 
lation, 6508 
paxillin, 6906 
role in Statl serine phosphorylation, 6618 
Tyrosine protein kinase 
Syk regulation of TCR signaling, 4434 


U1 small nuclear RNA 
spacing with 3’ splice site across an exon, 
7099 
U2 small nuclear RNA 
duplex with pre-mRNA, 3469 
U2 snRNP 
complex with pre-mRNA branch site, 
2944 
U2afl-rs1 gene 
neomorphic origin, 789 
U3 snRNP 
component Mpp10p role in yeast pre-18S 
rRNA processing, 5803 
U4/U6 - US tri-snRNP 
association with prespliceosomes, 3580 
U6 gene 
human, 4397 
transcription activation by nucleosome, 
4397 
U8 small nucleolar RNA 
functional site of interaction, 3702 
role of sequence in rRNA maturation, 
3702 
X. laevis, 3702 
U14 small nucleolar RNA 
DEAD-box protein requirement, 4124 
rRNA-processing function, 4124 
S. cerevisiae, 4124 
uaf-1 gene 
alternatively spliced RNA, 946 
homology to U2AF®, 946 
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Ubc2 protein 
role in silencing in S. cerevisiae, 6693 
UbcP4 protein 
requirement for onset of anaphase, 3388 
Ubiquitin-activating enzyme 
effect of mutation on DNA repair, 1484 
Ubiquitination 
effects of radiation on, 355 
p21 and p53, 355 
signal in mSos2, 7132 
Ubiquitin-conjugating enzyme 
Rad6 (Ubc2) role in silencing in S. cerevi- 
siae, 6693 
yeast Rad6 protein, 4526 
Ubiquitin-proteasome pathway 
degradation of Met tyrosine kinase, 799 
Ultrabithorax gene 
role of 5’ UTR in translation, 1714 
UME®6 gene 
regulation of PHR/, 6223 
Ume6 protein 
interaction with Rim11ip, 7230 
protein 
role in nonsense-mediated mRNA decay, 
1580 
Upf3 protein 
role in nonsense-mediated mRNA decay, 
1580 
Upstream binding factor 
displacement of histone H1, 5833 
Upstream regulation region 
effect of deletion on hsp70 promoter ar- 
chitecture, 3799 
Urokinase-type plasminogen receptor 
mRNA 
posttranscriptional regulation, 1075 
Urokinase-type plasminogen receptor 
mRNA-binding protein 
regulation of uPAR mRNA, 1075 
URSI site 
HOPI regulation, 3536 
involvement of replication protein A, 3536 
S. cerevisiae, 3536 
sequence requirements, 3536 
USF protein 
failure to activate cad, 2529 
UV 
effects on ubiquitination of p21 and p53, 
355 
induction of apoptotic signaling cascade, 
4346 
regulation of p53 transactivation and ac- 
cumulation, 3074 
UV damage 
role of Rgh1 in tolerance in S. pombe, 
6868 


Vac7 protein 
role in vacuole inheritance and morphol- 
ogy, 6847 
Vaccinia virus 
pseudosubstrate inhibitor K3L, 4146 
Vacuole 
Vac7 role in inheritance and morphology, 
6847 
VAMP? protein 
receptor for GLUT4 translocation, 2425 
VAMP3/cellubrevin 
receptor for GLUT4 translocation, 2425 
var gene 
expression in P. falciparum, 3679 
expression in subtelomeric regions, 604 


Variant surface glycoprotein gene 
switching in expression sites, 833 
Vascular endothelial growth factor 
role in TNF-a-dependent angiogenesis, 
4015 
VHL-Sp1 repression of promoter activity, 
5629 
Vascular smooth muscle cell 
A-myb expression, 2448 
Vav protein 
regulation by Lck of Rho-type GTPase 
activation, 1346 
VDAC protein 
second S. cerevisiae homolog, 5727 
Vertebrate 
methylation of genomes and genes, 1469 
Vesicle 
role of otefin in attachment to chromatin, 
4114 
vef gene 
transcriptional regulation, 1244 
VHL protein 
interaction with Sp] to repress VEGF 
promoter activity, 5629 
Viral kinase 
IE72 phosphorylation of E2Fs and pocket 
proteins, 6459 
Viral latency 
EBV, 364 
effect of host-cell-determined methylation 
on, 364 
Vitamin D, receptor 
function of heterodimer with RXR, 1923 
V(D)J recombinase 
control of local accessibility, 4553 
pathogenic potential, 887 
V(D)J recombination 
composition of coding joints, 4191 
cryptic signals and fidelity of joining, 
3125 
effect of coding-end nucleotide sequence, 
4191 
effect of recombination signal sequences, 
4191 
excised DNA intermediates and, 2631 
in vitro coding joint formation, 6379 
intermediates and products in Ku86-defi- 
cient cells, 2226 
kappa immunoglobulin light-chain locus, 
3477 
NF-«B-dependent and -independent path- 
ways, 3477 
nucleotide deietion and P-region addition, 
3768 
RAGI enhancement, 4544 
regulation, 3477 
role of the coding-end sequence, 3768 
substrate complex formation with RAG-1 
and -2, 6932 
von Hippel-Lindau disease 
tumor suppressor gene, 5629 
VP16 protein 
association with HCF, 5117 
functional analog OCA-B, 7295 
HSV, 3937 
induction of complex assembly, 3937 
interaction with HCF, 6139 
interaction with TFIIB in S. cerevisiae, 
6794 
interaction with Oct-1, HCF, and DNA, 
3937 
stable complex assembly influenced by 
HCF, 7108 
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Vpr protein 

induction of cytoskeleton defects, 4033 

S. cerevisiae, 4033 


WAF'I protein 
inhibition of CDKs, 4877 
inhibition of S-phase progression, 4877 
WD domain protein 
Sqtl role in QSR/ mutation suppression, 
5146 
WD repeat 
role in Tup! interaction with a2, 6023 
Weel protein 
role in S. pombe mating, 10 
WEHI cell 
IxBB regulation and NF-«B activation, 
4390 
Winged-helix protein 
MNF-8 expression during myogenesis, 
5236 
Wtm protein 
family of S. cerevisiae transcriptional mod- 
ulators, 4830 
role in meiotic regulation and silencing, 
4830 


X protein 
RNA pol III and TBP induction via Ras, 
6838 
Xbp1 protein 
S. cerevisiae stress-induced transcriptional 
repressor, 6491 
Xenopus laevis 
CPE-binding protein ElrA, 6402 
GATA-1 proteins, 436 
HNFA4B gene, 687 
Mos protein, 1904 
Mos-regulated oocyte cytoplasmic polyad- 
enylation, 6419 
mRNA deadenylation and degradation, 209 
neurogenesis, 436 
oocyte maturation, 2559 
psoralen cross-link processing in oocytes, 
6645 
repeat organizer, 2866 
RNA Pol II largest subunit, 1434 
role of TR and RXR in development, 4738 
tRNA genes, 2866 
U8 snoRNA and rRNA maturation, 3702 
Xmam4 gene, 1543 
XPC protein 
binding by hHR23B, 6915 
role of human Rad23 homologs in repair 
activity, 6924 
Xrn1 protein 
role in nucleus and cytoplasm, 6122 
xrs mutants 
molecular and biochemical defects, 1264 


Yap protein 
bZIP protein in S. cerevisiae, 6982 
Yarrowia lipolytica 
ARS elements, 1995 
cell surface growth, 5210 
extracellular proteinase synthesis, 3966 
HOY1 gene role in hyphal formation, 6283 
peroxisome assembly, 2511 
peroxisome biogenesis, 5210 
Pex17 protein, 2511 
protein secretion, 5210 
replicative plasmid structure, 1995 
rim101/pacC homolog, 3966 
transcriptional control by pH, 3966 
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YDC2 protein 
S. pombe Holliday junction-resolving en- 
donuclease, 6465 
Yrb2 protein 
functional overlap with Rnalp, 2235 
role in Ran pathway, 2235 
YVDAC2 gene 
S. cerevisiae POR2, 5727 
YY1 protein 
activation of grp78, 54 
mechanisms of transcriptional repression, 
3723 


YZ-binding protein 
binding to Ho endonuclease recognition 
sequence at MAT locus, 770 


protein 
role in S. cerevisiae transcriptional regula- 
tion, 5044 
ZBP-1 protein 
binding to B-actin MRNA zipcode, 2158 
Zea mays 
MURA binding to Mutator TIRs, 5165 
RRB1 and RRB2 genes, 5077 
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Zebra fish 
midblastula transition, 529 
transcription-dependent induction of G,, 
529 
Zinc 
interaction with Zn finger domain of 
MTF-1, 2781 
Zinc finger 
dimerization of serendipity 6 protein, 3137 
Zta protein 
recruitment of TFILA-TFIID, 6624 
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